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m m m 

DNA £#t;^:7*-. l^DNA #*#A £ titzUfflMJ&lzffl L> £€>(;: ft ftll 

ER) *5«fctf**l*=i- K-^SDNA > I£DNA Sr^t,"***-* HfctflC. RDNA *<« 

ttai 

fcl^SELTin^ittSilH m,in.Kfo*7jk-t Z. i ii<%} t> tlT -5 [M. 
Yoshikawa (1978) Nature 257: 546D . C © «t 9 ttaWOffiJS;ttR*C€r»l*-r 
«&K*<*t«9aEJRH**S>Ji^rtf*ft [N. T. Keen (1975) Science 187: 74] ^ 

&g£-r >hV7t^i?t ft> z. o ^ y 1- )i temifom.fr mtfam 

U U >£Pf tf*U -€-©«|jt tlTl^S [M. Yoshikawa et al. (1978) 

Physiol. Plant. Pathol. 12: 73] 0 J. 'J «> * - it 7 )V a - X £> fp £ 

*lT^££t§T*. £ - 1 . 3^Lfc^^*>t*5:i^ 

a^$nt^5 CJ. K. Sharp et al. (1984) J. Biol. Chem. 259: 11321, M. 
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Yoshikawa (1990) ttteHHUSISS 1.2: 695] 0 ? 4 * © J^sftttS © — & T * 
SSfIB (Phytophythora megasperma f. sp. glycin.ea) .&3fc© if foil > .x. ij «> 
* -rcfcff SiKfUWtt U-fe^^ - (ER) iitfcBtt&StT?* £ r U -fe* U >©£/3U 

^-KftllfittERCJBLTtt, *©WS8fe*<*Snri^S©*Tf* -dT [E. g. 
Cosio et al. (1990) FEBS 264: 235, E. G. Cosio et al. (1992) Eur. J. 
Biochem. 204: 1115, T. Frey et al. (1993) Phy tochemistry 32: 543] s * 

©t 5 j mmvut%:tzizm*%2tiT& ^t>^^, br&s- K-rsite^pK 

So 

£ £ fc> #fgB;m> if foil U i/^-Ut^-'i&a - Kt5D NA*<|A 

f8 18 © BH * 

»«!fcJ;Of^-r XcDHA5 -f 7^ U £> ©ERitfe^O ? a - — > ^icfifcigj * 

*mwi±. ngtbizmwBkvm&m^ 1 tzmLtzr i ;mw.m*m-t foil > 

$t>lc, #S8IHtt N FpER23-l m>i'J'^ 

K*£t«E*J*tFtrD NA£fctt*©KrJt 4 o * 
'$>IZ*tz^ #$Sl!&tt> ^;l/^7 >xij s/^- Hr7^-*3 - KtSDNA^tt 
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m 1 AMi^ft^ti^o s d s - # u y * ;i/T * Ky^*ai 

f 2ili, ^7^; KpER23-l *5 £ tfpBR23-2 ©tlf&S-^-To 
IH3EIti. -/^Xi KpKVl-ER23©«»©«l&eiT*5o 

$6ii^ xmrn-zmm ttc^ ER©£g&tf^#g©^ y v^-^^st^^ 

to 

SIS 7 ElfcU i>J ~s 9 b*y >o}li{*i:J:oTx y >> - i ^'fXfll 

@j#t£©a. ij 9 -^-^^ piss c t&Tjk-to 

% *J3 * Xffi -T S rt: * © « A © & m 

$iS|©/;^yxiJ-/^-Hr^^-H N M%Q&lFjm^ #tcPhytophthora* 

Phy t op h t ho r a JS © % £ #1 HB BS F*3 C ft A L tz ft K & M £ © KB IS B © — SB #1 83 
1SK4»«D j8 - 1 . 3 - lfCJ;oT«D»)ttS*lTft6il«^*A >i'J 

n v z/ >*tm.-z:ib -So ##8BJ© ^ j. y 

- Hr^^-li, *KWK:e*J*©KBIS-*§- 1 tc^ L^y 5 y »iB5»l*wr 

M 1 tc^ Lfcy s y mE?ijcjtax.T. ^/u* >^ y - ix-fe^^ 
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*mW<D .?)\<*> y 3. U -> 9 - U-tr - (i. Cosio£ [E. J. B. 

(1992) 204: 1115 ] ©#& * -Sfl^S L fc K «t 0 » £> ft S . IP^. * V x\ 

*f * l < ii> as** y is sf^^tyt'fXLs snfc 

L % JE -x. 'J f^-4'Jrf>KHfc77^f^ * n h^^-7^-(r«J:«5m 
m.-t^z.kvi&io'&hfiZx, :oB«i>4xijs/^-iLT(i, yy->*-v 

-IS** LT^ffiftte (JSISBKlfcf LTWte) Phytophthora 
megasperma f. sp. glycinea 1/-X1 (ATCC34566) & * © h © £F £ L V> 0 
±iZ<D& o iz LX £> tliz ? )l X > ^ V y^-l/t7^-(D7; ./RE^JttJBi 
Toi^LT»St5:i*<T?*« e tf\ LfcBRfcPVDFfll 'Jl7tt 
S!) ex V 5 ho y n y r- ^ > =k *?Ie^: Cft£r U y Y*?* 

-t? (AP-1) CtlfttS. SfrM-^k^n^^^f- K£PVDF§i±^ SEW U C ft £ 
£j£*SHPLC ( p. -Bondasphere 5#C8) i:t»IUts * ft-T ft© fcT - ? K 

-<Z>Ri*{*:©|JI5$&lw* ERKitt^ i&OtfcJK i: L"TWflI T 

$ Jo 

*mvMl*r ^^-Hr^^-€-rj~ K"T 3 4&2E70 £ # tr D N A 

J; -€r©#rtf-£-£L^lJ-So *P|ODNAIi, 3' LT4>tt <£ t> 

1 <i©^ih3 K > ■(flJ^.tfTAG) C t *<*f 4 L^o 

ZOWKZSVo r/;i / *>xiJv/^-Hr7 , ;-^3-Ft5Mi2^J 

#J <t ti^ Stfin K > »c*5t^T«D*JStf: oTl^T, 111 — ©* VI?*- KSr a - K 
•^S d «k©-e^ £ D N AS-m^So fcifctfE?!!*^ 2 ©*ggE?iJ £ ft § D 
NACitLT, <?-©T i / &©<!: ft K J& *" 3 ^ K > 00 A. t£ AsnlC *fjfc-r 5 ^ 
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KXAAC)*<. cntltfiBB«lw* 5 3 K > m z. « AATic o *> CD * i&ifiS 

£tz^ J8iJ©Ertl**S>**<fc- #§6tl3ti^ KpBR23-l »cffl*&**W 

&£fro zf^xi KpER23-l £^A Lfc*J»MDH5a EKB633 
^X^XHS^Bf^HlT^ 5 ! 1 ^ 6^6^15 BttttT'tritSn. * ©$fc£®lSfE§ 
-if JiFBRM BP-4699T'*So 

*^B^£D^;U*>i'J 5/*-H?7*-£=»- KtiiSEJiJ^tt'D N A «D 
»r)i£tt. E^moEBIM 1 {c^LfcT 5 /RE^USr^- Kt««iE?>J*^ 
t; t> © T * 5 o 

<D* >*3- KfSATG E7'J> 5 1 - ffl±Jft:fc «fc 3 ' -WT«E«c# 

*^B^cD^;U^7>i>J j/^-Hr^-fca- Kt" *«S*E?U«-^tf D N A £ 

©-SB£ LTCLCDDN A* li* ©Hrtf-*<J¥ AS ftfcJBJGU ^O f lc > K 
lfcli7 7 -^fe5lWiyy ADNA©4>«c CODNA^fc tt*o(rK-*<ff A3 *i 

^;!!>xij >>^-Hr7 , ^-$3 - K-#" 5 D N A * fci4-€-<DWrK-*<*t«!!j»-C 
gcJEKfSS L 5 * J: -3 C #I£BJ§<DD N A £ tzlt* (DJffifrlz^ ^n*-*-. fi 
IR^fe^ K>*a- Kt5DNA (ATG) fcJ:tf*-5*-*-** il £ *I <£• ^ fc> 
-UrTttfln LT J:l*„ ±fE©7a*-* - t Lt(i> U 5-2'J 

-> 5 -4?/Js-y--7*J-^ K^-Sitfe^O^n^:-^ - (Fluhr £. 

Proc. Natl. Acad. Sci. USA (1986) 83:2358). J /< U >£J5R»*»fc? © 7 a 
* - (Langrid£et>> Plant Cell Rep. (1985) 4:355) . *'j75 7-«f 'f 
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* v <i ;I/X19S-RNA l; S -fu^z- 9 - (Gu i 1 ley t> > Cell (1982) 30:763) . 
*U77'7-*f'f ^f>f ;Ux35S-RNA ^tU^nt-^ - (Ode 11 Nature 
(1985) 313:810)fcif fcffl^S C £*<T£ So Ltli, y /< 'J 

* - $ * - ^ - (Depicker £x J. Mol. Appl. Gen. (1982) 
1:561K ^^hf>^fi5c^^itfe^©^-$^-^-(Gielen & n EMBO J. 
(1984) 3:835) *fflU5Ci:^tl5o 
±ffi©J: tl? Jlij >ji "J i/t^^-^D - K-T S^gI5?iJ£-#t;D N 

0^0^575 K^l% «^ te*JBBi!E3R-*» T 4 D N A U #--fc?\ «t © ffe © W M ffi £ 

(Dffim. m^e> h 5 > xy * ? is a 3BKfEiJI#«Di&**5J:tfi&*«jfr£©D 
N A^I©lEliK{i^^ie«fe©^i* [Molecular Cloning, J. Sambrook et al. . CSH 
Laboratory (1989), Current Protocols in Molecular Biology, F. M. 
Ausubel et al. . John Wiley & Sons (1987) fife] C m tTffteo Ci^'T^S, 

XcDNA7^y7'J-ODNA^iIHTPCRRl5^?o *©m> PC 
RSlS^fifc^®**^ *1Bj&<^2BS ft£#^©g$© 2 o©ii$Iffir>t (Bute© 
2@t®©T 5 y ®?gB#i2?'J£=i- Kt5DNAi:i§t5) £SK*5iiiU C ft £ 

(ommmn^-dtm-r z 0 mmtstifcMmMzn&miz, ±ib© 2 o©t s y $?gB# 
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T n ituie©*'^ X cDNA?^y7'J -©D N A£#IS!£ LTP CRSJS^ftOc 
»&*lfciiJ«»rfi-£? , o-:/& LT>W7U ^ -f X $ 5 £ £ 1= «fc t> > BUlB©** 

E?|J «■ # tr D N A £ 5 o 

±ie©«k 9 iz LX% t>ti%> VA,* U - K-r**s*E 

-7 * * A - ** Jl '< - h & ( Maxam-Gi Ibert, Methods Enzymol.,65: 
499, 1980)^ Ml 3 7 7 -^11^^**5/7 * U * * Ktt&t&i£ (J. 
Messing, et al. . Gene. 19:269, 1982)^(3 «fc t> ?T O C <!: *<T £ & 0 

il^nSo — J&tcJIfeiK: After fig ft* U >y ^3tU 

^-n?^-^- k-T 5 D N A £ © ®t Jt £■ A L&m£ltZ 

C*lt>©DNAt;:gfeg£:}jn*.rt:tK ^0^Ii^H©f5:i:i:J;i), 

5 0 $t>H. *&W<DDN A* tzlt* (Dm ft y>U*] + --t?ti 

A Lf£ SI ^OU* T>---t?IP£-a»A L*:*i£J: £ S>K3in* k'l&ffitt 

Cl«J!nftliJ:K M (* ft f « . >ji'J * - Hr -f 
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- KtSDNA (ATG) iJitf^-; * - ^ - U £ *< M ffl * £ *> £ ftTttflD 
SftTk«fc^o ±IBCD-^n^-^ - i LTfcU 'J rD-7-l,5-2'J 
~s =, -Hf /jN-y-y 'a. — y h K-rSiftfe^O^nt-^-CFluhr&s Proc. 

Natl. Acad. Sci. USA (1986) 83:2358). J * 'J > ^Sc^^it fi^> © "7° a * - * 
-(Langridge£. Plant Cell Rep. (1985) 4:355) . * U 7 5 7-tlf'f ^ «>-f 
;UX19S-RNA T'a-t-^-CGuilley&N Cell (1982) 30:763) , *|J7 

5 35S-RNA ^-^l;-S^ne-^-(0dellt>> Nature 

(1985) 313:810)<£if*ffl^S d i*<-e* So ^-;*-^-tLtl^ y U 
^^BSc^^it^^ 1 © * - $ * - * - (Depicker J. Mol. Appl. Gen. (1982) 
1:561)> 5t-^hf , >-^gc^^ita^CD^-5^-^-(Gielen t> . EMBO J. 
(1984) 3:835) l^S C <h t5<T" $ $ 0 

m®m%i^<Di&&?-mAXfe£ l-z it, m^^^<D^-m, ma.ui: r -punt 

genetic transformation and gene expression; a laboratory manual", J. 
Draper, et a 1. eds. , B lackwe 1 1 Scientific Pub 1 i cat ions, 1988J I 2 <S © 7a j£ £• 

73}*. rrn^^f 'J -7 A^JS^STj&tei*. ^JS • 4b^6U7j £ J- P ? h 

cum^j i ) xm&xoEmmwi 

1 ) ER©&£S&SiJ5£& 

x'J^- (¥*3£^i 10,000) t*7\y (JMHfcjfc I *«:»!) 
£Jong-Joo Cheong [The Plant Cell (1991) 3: 127] ^OTjftf-Sfcl^-^-J&Lfc, 

7 v ± -f mB.WHS.500u 1 (50mM Tris-HCl pH7. 4> 0. 1M Saccharose. 5mM 
MgCh . IbM PMSF. 5mM EDTA) tpiz-p yzfJU ( 9 > /<? ? M500 u g£l~F) ^BM 
L. 0 °CT 2 ISffiK h L/c^> 7. OnM 3 - K7 'OWbi U ♦> * -^-7 
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5 (70Ci/mmok * ;U£fc© It ®t & x. y -> * - © * 10, 000 1 fam L 

Tfro/c. JEJTS*) feUD^U 4XJT2«FlB-f>*aL'<-hLfeo "7 v b > 
GF/B (0.3%tf U if- U>'f i >7K«ittT 1 HflPJlftlL/:) 
iiL^^s 5ml (lOmM Tris-HCl pH7. 0, 1M NaCl, lOmM MgCh) T 

> h A) o #tir*Wtt£fc J: tzab, m £ V > 7^ C 17 // M© s. U i/ 

-&C£fc:J:*K ER©4tS £ # * > h (Acpm)£3fcii6fCo ^e>tl^*f 

2) xm^^<on<Dmm 
^-r x y - (;*t7->- Kttao £• i iara^- ^ * * 

1.25LOSKi^ii@i®fS ( 25mM Tris-HCl pH7. 0, 30mM MgCl 2 , 2mM 
Dithiothreitol, 2. 5mM ^ ? SffiSSE&# U -5 A, ImM PMSF) V - >) > f 

9, OOOrpiiu 4°C 15#F B 1it4> L fc. ±?f£-37, OOOrpm. 4°CTN 20£IBJfiStifr L , 
«:»*• 160ml (25mM Tris-HCl pH 7. 4. 0. 1M * - ? o - x , 5mM 

MgCl 2 . ImM PMSF. 5mM EDTA) tz»M LTlKli^^^^o ER£mH# «t «9 4fc 
•fZfztb^ &mm0.25% tte Z & * >&RMfe&&\7.VI3-12 (<- 'J 

*t») £fln*-> 8°Cf 30#FeIJ^#L*o RT^-fb^ ft ER£ lei JR S *6 . 
37, OOOrpm > 4 •C-CZO^Mfflit'kfcfftt l\ ±m£[°]iKLrt: ("5J?§t£ li# ) o rT 
m&WAlS5m\&mWm (50mM, Tris-HCl pH 8.0, 0. 2XZW3-12. 4°C) 2LT 4 IhI 
IjffLfct, If >7;U*<fc «9 ^T-Hf ^^^ER«:^^>fh-r 3fca6. -f u V =7 
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v 7 (SiiiftttS!) 5ml2rJJD;i. 8 °C T. 30# IHtf> o < t) «# L A: 0 ^©m>it 
4> (2. 800rpm, 4 °C, 2 # Pal) L ^ ±«f& @JR L A: e » £ tlfc ±J*160nU& . PS 
ftfltiiilYM-lO ( T $ =3 >tt^!) £JE ^T. ifr50inl£8i& L AJSffift ( 

50mM Tris-HCl pH 8. 0. 0. 1M*> a - * o - X , 5mM MgCh, ImM PMSF, 5mM EDTA, 
0. 2XZW3-12. 4°C) KmVxLtZo 

ik^X, Q-t7 r n-XHP 26/10 (7 r ^T->Ttt«!) C7^7>f L> 0 3^6 
1M NaClO i^iV h £*Ttt ^TER^gtb L (Q-Sepharose Stt® 

#) o BRiiNaCl««0. 45llftfi5*=»aiSnfco Q-Sepharose ffitt®#£A«lrift 
"C 3 ei:tf?Lfct> MonoQ10/10 ( 7 r JUv v'TttM) C7^7 >T U 0 ^ t> 1 
MNaCl© «J-T^5S>i>h^fTtt o TERSi#8inl£?g£fe L (MonoQ SttH 
o ERttNaClit^O. 25M#i5ic?gai$n^o 

<«Tfl)*fli4fT4r } fc. xiJi/^-ttH. T. Keen [Plant Physiol. 

(1983) 71: 460. Plant Physiol. (1983) 71: 466] t> ©#&£-SB^M L > Js* 
T©<t ri: LTISLfco ^ £f g (Phytophthora me gasper ma f. sp. 
glyc inea) U — XI ( ATCC34566) ^ ffl Bc3 li <§r if U T — "trlOOT > t: 

•«fl00T^®i#$-a- N »6tlfc*a»}li^*y^«[iBG-75 (7r^vS/Ttt*!) »= 
TflfS! LT^Pi^^* 1 77<D@j#£[5liK Lfc„ EUKIS^©^ U -fe* >J 
5i'J->^-g|4M Yoshikawa [Nature (1978) 257:546] CD # j* L fz & 
-cmifeLtzt C*>. 8 n®x"J y^-^y^XO^IC^^Si, 24B#F a 1#{;: 
s&550# g©?* 'J-bt'J >a<^$ft/c 0 

y/l>fi#lc»*-S#ftJSW«**|»< MonoQ ffittH££*a& N J&33ing© 

■*Jl h-Xft&if? xffr «v VWmmiQOu 1) <t 8 °C "£! 1 BtFsl^j^ L> y 
(1,000 rpm. 4°C, 2#F B 1) TZtl£<*-tK ±»*ll|iKLfc (v;Uh-x 

& a v x v >)u $ a t> a # ) „ # . v ^ h - x n £ a => x y ^ « > a. m. 

Jeffrey et al. [Biochem. Biophys. Res. Commun. (1975) 62: 608] >h<DJ5& 
izm o T&.TG) «fc 9 IZ LTftm Ltz 0 -7 ;U h - x 120mg£ Glass, Aminopropyl 
(isy^nm 6g£36ml©H 2 0{;:!g*§ U m2ST-Bfe&# Ltz a Ztllzx.? y - 
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;U36ml£tjn>U ^©iE&> 72ml© x.9 J -;KC864mg © fll * fl: h y A£jg 
MLtzbOZmz.. 2»IBViy-H,x 5 «#MMTJ»# Lfco 28811KDH2O 
£flD*.T5ikftL. PK-epH5. 6(ciigJ L^o L ti ^ tz v ;U b - x £ fife < tz 
to. 81©H 2 0Tftfr Lfco n*-*;P h-7^7>7o 

>K.3I£flH^ J. H. Roe[J. Biol. Chem. (1955) 212: !] OjSCStotl 

tt^L^o -€-©*£^ 6g©Glass Aminopropy Id*} L T60mg© v ;U h - X ^ 

Jl h-x*g£#-7X^;Hgii«9 @i#8n)ltc, ^jl7mg©^ «J -7 x 

(^ >y K(*»ft50xi 1) &fln*.x 8tT- i^o < «9^^Lfc 0 »iC> ( 
1,000 rpm. 41C. 2»lffl) y;l/«rEHRL> 2 < y F#«© A««*T 2 (USfe 
^L^o 4<? K#8t©0. 1%SDST 3 Elifc* U y* ;U C ig £ L ER£ E JR L 

A. M. Jeffrey et al. [Biochem. Biophys. Res. Commun. (1975) 62: 608] £> 
©^ai;jitoTP>lT©i?iatffSLfco i U *> * - 37mg <i: Gl ass 
Aminopropyl 490mg £6ml©H 2 0 i:SSL> ^fiT — B&^J£ L fc e :ni:x^y 
— ^ ^ 6mltni^- n <£©fi^s 12ml©x.^ y -;U{rl44mg©l!7K^'fb^- h U ^ A^r 
Liz t»©^rJn^.s 2 # Hi! V — ^ — h U 5 H*MMT«#L;fco 48ml©H 2 0 
*^L. B^^-epH5.6tcliia Lrtio *££L*£^o*:ji'J>'*-£7>x 

tfci'J •> * -*£t£^ L fz 0 ZCDlfem, 490mg©Glass Aminopropy 1 tc *t L T. 
34mg©J. 'J •> ? —1><&& Ltz Z ti><t>^-= tz B 
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^ Jt (mg) ER* (pmol) 



li^ 17900 30 

nimitmft 2000 214 

Q-Sepharose S&ii7> 190 205 

MonoQ St*®^ 49 233 

•7^ h -xft&if 5 x^;UfltiIDiIi# 45 220 

^ u xfjimtiimft o.oo4* 45 



' SDS-PAGB£^8=fe t £%btltz'<> K©Zi $ T'Jt^ L fc 0 

-&GJJ"7 xy^U^tiJll^ (SlOjul) ^rm^z6cS&ffi v > h SDS- 
PAGET 0 ^- MO/20 (SB— ft^SSStta!) *l^T«ft*tL, CfH-fb 

1 u- > 1 teMonoQS&S^K U - > 2 tiv;l/ h -xi^^77f;^i 

7*h77^f^ -WHS, SASD ( fcTTXft&J) ixij -CD^^^^r 3 - K 
■^^MbLfcfcCDSrfflUT. * ^70.000©^ >/^1^3- K7<Mt$n 

fc^^ *? «k > MB^-OSDS-PAGE^-PVDFM^^ ^ > :/ n -y -r w > L ^ 
PVDFJm£-ER©*££t£St£z»J Steffi t^fc© t III L: 3 - K5^;MUU i/^-i^f> 
+ a^-hLfc£:5, ^^=-a^j70, 000© ^ >/-?^M^"3- K^^Mtsftfcc 
£ ck <9 ^ $ tL/co 

±^©^ri*{C J: «5 x ffim^j40kg©©^ t>*t 4 // g©ER;fr<*tg! $ ftfc 0 
3) EROBfrK-fb'*-/^ K©##r 

£fb3^ ( 1991) 63:139 > A. Iwamatsu, Electorophoresis ( 1992) 13: 
142] CJ;,T»rJt^^f K07; ;REJlJ*«j|Lfc. ±&©#j£Ti|f §5! L 
rt:ER©*g&£-fe >-30 (T i n >ttg{) T?m00# lC-^iLs 10-20K 
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*UT*u;uT$ KSDsaasc»*ff <s oyt^. &'<>k*pvdfbs u#y*t 

SB!) FDyn»;f^ > ?*^B (SartriusttS!). C «fc Lfco 

ft PVDFJ& £ 0. 1% Ponceau S (i/^vtt«!) /l^SiTftfeL, 
70, 000©/- -f K£tD&3Kt> . 0. 5mM NaOH"e ll&fe L o C ft£jt7cS-77 Jl ** 

+ ->^f ;MtLs y y^/i > K^^f-^--tf (AP-I) *»3R : »K <Bol:mol) 
itT* 1 : lOOICtt* J:-5*D>L. 3(nCT16B#liaRJS;*"frfco L H^rtf-fb^ ^ f" 
K**«A 98% <h ^ ^ B 2ft X' ¥■ ffi it L # -Bondaspher e 5#C8-300A ( 
2.1x150mm, Waters) *7Ai:7^7U, JSflE B CM L2-509*© U — T ^ 5* 
x . > hT30^BI^ itt«0. 25nl Hi L.fe («ttEA : 0. 05%TFA 7kr£#U 
B:2-"^D/<y-;l/:T"bh — h U >»U = 7 : 3 (v/v) #©0. 02SJTFA) e t&\b 
K*214nBtc*>^ *©iRT(ftHi U *nfnc t° - ? v - 

T^-e^a6/c 0 #&nfc*ftfnoe-^i^ii, mte^o-r-r > -- 7 ^ > 

- (Applied Biosystems Model 470A) Srffl t*T#*T L fc. 3" ^T©*# £ ft*; h" 

fl:Val Asn He Gin Thr Asn Thr Ser Asn He Ser Pro Gin (N-*flH) 
#5:Lys Ser lie Asp Gly Asp Leu Val Gly Val Val Gly Asp Ser 
#6:Lys Tyr Lys Pro Gin Ala Tyr Ser lie Val Gin Asp Phe Leu Asn Leu Asp 
#7:Lys Thr Asp Pro Leu Phe Val Thr Trp His Ser He Lys (5 y*xE3*J) 

Cfl!&60lJ 2 ) ff -f XER© 9 u y 

1 ) 3f 4 XmRN AOl'fl 

KT*«LfctlH lSHBJjclttSft^^lTtt^s fifcfflfilSMOKgiKIILfco *© 

— 8B£rf£#g5g<- J: >)^^L^ffl-t-S*-r--80 o C-e^#L^o SBB (IfflflSI^ 

*o 2$&&#L*:1g (Sm28.5g) C«(*a**jD^<C*<teA*T»*ttlcLy!:o 
C«D»5fcK* 65t;»=«aLfcGTC**35.6ml*jDi7- U 

L, flgft*:!Ba3tt&6. OOOrpa^ 15#Pb% MTiftifr L±7»40Bl*lI|iK Lfco * 
i/Vi*? «y 3 &*£aAftfca&*fc#&ftfc±»*»frK:fiJlLx 
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35.000rpm . 20B#IBK 25°C L *: 0 » e>nfca®*w9ml©TE/0. 2XSDS*ftI>L 

T4. 37mg©£RNA£lsIiK Ltc Q 

±ETff £ttfc£RNA2. 2m g U =/t- ?n-dT30 ( B # o y •> * it 
Si!) ^ffl^T^-iT/UJC^^ilt^L. 68# gOpoly(A)+RNA^-i|tM Ltz a 

2) ^^XcDNA7^7iJ - ©ft f& 

5 # g ©poly(A)+RNA£cDNA£f&4- y h (7r^v->7ttS) £ffi^T> 
a7;U:jll\ cDNA££j£Lfc 0 £JSfc L fccDNA#rtt tt9 A ^"7 7 - S^C ? ^ - x 
gtl0(x h 7 * v>- >%t»!)tCT4U #--tr CSffliftttii!) fcfH^TiSISLfco $ 

l*T>< v ^ - i? > ^'L, i^J150^pfu© ^-f XOcDHA^ < 7*7 U -£ftfiK L 
/ic C © 7 < -7*7 U - €r*itg LT1. 6x10' 'pfu/nU 160ml©^"-f XcDNA5 'f 7*7 

cDNA-7 4 7? V -<D£Mhl*£lT(DtfilzmMLtz 0 500/t 1 ©7 r-i?^ ( 
1.6 x 10' 1 pfu/ml) ^flC^Dn^^A/^'VTUl'T;^-;!/ (24:1) £ 
Jn*T30B>nBJ6-£ -5 LfcSU *JB*EHK Lfco ?nn*u/-f 

V T 5 ;UT^3 -7K24:l)(c«fc «3Sffltb LA:&, 7k@{c 5 # 1 © 3 M@£M^- h U 
•> ApH5. 4*gf£ <t 1 2 5* l©x^; -;U^r*D^.Tit^ L. fct iS * HI lR L o Z 
(Dikffli&lQXx-? J -Jimm-e&cft'&. 1 u g/m 1 RNaseA < *> ^ v *t »! ) 
frlOmll h 'J x*flKpH8»ttlci8»L. C ft£-PCRj£©i|g! t L Xi&m L fc 0 

3) y-f XER©cDNAKtf"©PCRfcCJ:3Ja«£ * n--=.>7' 

1 -e^ ^tiyiSr^-^b^y^ K© T i 7 i?IE?iJ C# 5 t # 6 ) = v 

* -f «h Lt, 

•^v-rv-UB 5* -AARAGYATHGAYGGNGA-3' 
f^^^-m 5' -WRTCNCCNACNAC-3* 
7 =i < v - U10 5* -GTNAAYAARATNCARAC-3' 
7 5 v - U12 5* -ARRTTNAGRAARTCYTC-3* 
(R : A/G. Y : C/T. W: A / T > H : A/C/T> N": h/Q/T / 
C) 
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5^-U10;^7>f7-U12) (T^-f K'<**->* 

f Ati*f;H 9 4) £ffl^T£l£Lfco 

0.5^g © cDNA-7 ^7*7 U -^©^DNA^- 7 9 # 1 © H S 7R fc 8? 10 
^ 1 © 1 0xPCR'<?7t- (Sffl*1±38Taq D N A# U ^ 9 --b* fCgstt) „ 
8 /£ 1 ©2.5mM dNTPtc^^ >f 7-U 5 t U 7 H < liU 1 OiUl 2 ^^tl^tl 
1 0 0 pmolfo&tf 0.5ji 1 ©Taq DNAtf 'J^-t* (SiiitttSD £ 2JD ^ 
g 1 0 0 u 1 <t Ln J^TOJ:-? i:PC RSlB^ft^£-=to KlE^Ktt><- * > J- 
;l/v-th8!*^- >7>^PCR->xf A 9 6 0 O^ffl^fco RJEtt^ 1 ) 9 
4°C ; 3 0£K 2) H £ 4 7 °C ; 3 0 f$K 3 ) f*S 7 2 °C ; 1 #©iiltt£ 5 0 0 
SI LTJto /Co RlSSU RltSttO 15iil*15X*'J7?'J ;UT $ K^;U 
W»*ttC*^t^o «»flc»tc«Lfc±gey^*0.5tf g/m 1 ©4Mb if- 
Ajgj&T 1 0 ^HSfefe Lx UVTTII^LT> * ti^tiitttl^^Sl * ti * 4 0 b 
p £ 4 7 b p<Z>tt»W K * #} t) Hi L tz 0 Hy;HttJt*^5 x 

f y^it^t^ gib'^»;7 7- (0. 5Mfp^T A, lOmMftH v •> 

^ i* „ ImM EDTA. 0. IX SDS) T" 1 Hfci&tfcU D N A * £ trSFifc * 13 4K L 0 

0»K LfcD N ABrrfi-^7-7 X 5 KpT7Blue(R) lCpT7Blue T-Vector Kit { J ><? 
>1±Si) Iffl^T^n-iyn, it>tlfc^7^; Kp#5-1. 2. p#6-l. 2, 3. 
4. 5, 6. 7, 8. Q^m^t^^ 4 -7- "*49A"i/ -fix. (T ~7 

v^-r^ft^-r^U 3 7 3 A) *ffli*TD N AOEW&ifcjeLfco *©IS*^ & £> 
*ifc«J«D N ABrfr©^ -f v-J2m©gff#{i. # 5 *J«fctf 6 © Bir *t <t ^ 7 K 
©7 ; y g!lE?'J£ 3 - KLTUfco 

•7° 5 -f v -U18 5' -AAGTAYAAGCCRCAAGCCTATTCA-3* 
^ 5 -T v - U19 5' -ATCGCCRACAACMCCAA-3' 
(YfcJ:tf Rtt±!B<D£fc*K M:A/C) 

its 2 321©*- 'jVft + y? K (^7^?-Ul 8 ;^7^v-U 

1 9) 3&g»«»#JS6«*ffl^T6«Lfco 

1 5 



BNSDOCID: <WO 9535371A1„L> 



WO 95/35371 



PCT/JP95/01206 



0. 5u g ©cDNAv -f?7'J -©£DNA£r 7 9 u 1 ©JKB*fc:»® L „ 10// 1 
© 1 0xPCR'<v7t-x 8 u 1 ©2. 5mM dNTPlc 7? -fv-Ul-8iUl 9 £ 
Ztlt'tl 1 0 0 pmol-f o&tf 0.5^ 1 ©Taq DNA+° - -t? £ j&D S** «: 1 0 

Oni 1 tU PC RRJ6£fT# o fc„ SitStix 1 ) ^tt 9 it; 3 2 ) S 

£5 ; 3 0%K 3) #«7 2*C ; 1 #©Jife£ 4 0 ®« & ig LTfr o fc 0 & 

nm.fam izm L tz ±§e,7 & o. 5 u gym 1 ©a-rt^f- * 1 5 ara 
> K^^DttLfco ffiVJimxttv-y* y - > 11 *- 1 0 1 ttjs) ci-, 

TMIU DN A*^C«f«*lHliRLfco 

IeUR LtzD N * \ FpT7Blue(R)<CpT7Blue T-Vector Kit*fl§^T 

i'n-i^/L, W^tl^^^Xi Kp«5-#6©D N A©IE?rJ i/- * 
-f-T#t^ Lfco it-n^tSD N ABrJtte. 539bp*> £ ft «5 N # 5 6 © 

Bfr M- -fb^^^ K©T S y^Se^iJ^^- K iTfcD, **Lfc»»»wtt#70Wf>t-^ 

ER© c D N A ©r tt*^ ^ o-->/§tiT^5'7 , 7^ 5 Kp#5-#6©^ $JRgg£^t 
BamHIfcJ;tKPstI{cJ:-oTt0«3ttJ$n5DNABff>T- (&)540bp) L N 

7t Lxm^tzo EiK£ftA:DNA$rJt£y #75^ ADNA1il&:>XxA (7 
^">tAtS) V-i7;Mw&oT[a- 32 P]dCTPKT5<;Ml:L, R 

1 0 m g/m 1 ©MgCl 2 £^t;Ligii£-Aftrt:it&i& 1 5 cm© -> + -n:4 t>r 
fcggfc&jlOOTJ^©:/?' - * &&j£Z-£tz'&^ +4 u y t y ? v y (Hybond-N ; 7 
v->t AttS!)i:7D'yf^ >/Lfc„ sz P-dCTPT^IS Lfcx y y 9 c 

ttim&7 t - v&nmmmizx? 'j-iv/ticicio, s/r^-^aiflEo 
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^ ? d - > A ER23£iIiR Ltz 0 
A^yiJ^^t'-yg >HI£«k t>#« L/t v*T--f 7tt * n - > A ER23©7 r 

(^DyM A 7 r - D N A^ffiSSi Liz, 

5 g®DNAi:i 0// 1 © 1 Ox BcoRUBBr'* v 7 y -©JK^SEcoRI 1 0 U 
£ttlJU 1 0 0 u 1 t L 3 7 °CT*-Bfc£iS£-£fco 1 %T*7n- 

» 

xy;Hft»»T»(l L x &2. 3k b K£tflf) ttJ L . s; - > * 'J - > 1 1 

0. 02 # g ? * -pBluescriptll KS- (xh7*S*->*tS!) £ ©J IS 6£ J£ 
BcoRITiZJSr Lfc 0 

MDNA^fS^-Zl^Lx 2// lOl Ox'J*'-t''< 7 7 7-t0. 2 # 1CT4 
DNA'J #--t? £tin;U £fi 2 O/i lHtl 6 °Ce 4 l$KKje$ 

tK £©RJEii£Jg«*ffll.*T*:»HDH 5 a (^73 B R LttSS) 
L/Co 5 0// g/m 17>fi/iJ > % I0(i g/m 1 I PTG, 40/; g/m 1 
X- g a 1 *#tTLJ#iti! 2 5 m 1 X' 2 K*X3p«#*&*ffcJfc L tz 0 |S| i& tfe K B K 
3£& Lfc*8§@£:J: 3 7 °C 1 Hfe^WS-frfco 4f Lfcl® 9 6fe©3D 

s 3 m 1 © 5 0 # g/m 1 ©T > t° -> 1) > £• ^ L J&JfeT- 3 
7 °CT 8 i$riaJ&£ L^o :nt>ol^b7;l/*'JScty7Xi F£0iKLs ftJ 

9 9 -izitf-? ZJjfat&lz-f 5^7 X £ KpER23-l£ pER23-2(5225bp)£f#rtio 
^■7 X S KpBR23-l*J<fcU t pER23-2©^|fiJc^^ 2 SK^^o 
5 ) ER£=>- * D-VCDNAllSiB?!]©^^ 

BR© cDNA*<^n-^ *ITI* ^57; KpER23-l <h pER23-2£ii^ 

fflt*S^> bu^^^^S Ktt^JBS^^KpnliXhoITs 11^7^ K(±$JI5&* 
Kpnli ClaIT*i2J»r^. * n -> - * a. > x ffi -r .r 'J - •> a h (^SitiS!) £ 

J8l>T. t2tf200-300bpr <t \Z{K$k Ltz7? * \ YZft-tiLir & fr^ftU IK £ *l 
b&m^Tmic >- * ^ >-9--TM^|Sl©D N AtggIE?!j£&^ L/c c ^ODN 
A4£gie?iJ£IE?im©i£yiJ#-5§- 2 Cjj^o *©il, ^©DNAKrK-'^t-tiT $ J 
Mis-? i>-*--e&S$ftfcN-*^t>©IS?iJ (#l©*r>i-{fc'<? , f- K) JC*t 
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g IS ?ij 2001 bp^^iSORF^#SL, 667g|g<DT 5 J E* 

t. »&ftfcDNA£*IB7!l 3*1* 7 $ 7 KEyiJtt$fcfc:glij£ Liz? 4 X 
ER© 7 $ y Kffi^Ji— a Lfco 

Si) £&i?:fcJ:tf7 $ y KK?iJ©-r-*^-X (Entrez : NCBIttlS!) £fl§^T*§ 

1) tt«a(*5BS^7X 5 KpKVl-ER23©*» 

£"f\ ^ 3 IEl(-^t-«fc 9 fc N # U 7 -7 "7 - • f ? ^ 4 ;UX©35S-/d*~ 
^-^ttr^7^i KpCaP35J [J.Yamaya et al. (1988) Mol. Gen. Genet. 
211:520]£Stc L T\ * ^ ffi #| T' ffl l^Sffi^ftfgiPK? ^ - pKVl££l~F© «t 9 
^ Lto Sc-Tn pCaP35J®35S^ n * — * -®±^ii:^ £^ ? o -.=. > y 
SBft£^3clJ-£ g faT-frJ|®p5gBamHIT*5££$Hb Lfc'igU Pvu 1 1 T*S$ *b ^ s 
* ^WrM- (SfiifttttK!) &3*iSL¥?IMI:Lfc3U ^y-i' a >^to£*T 

t>B^©^-7X= K^-lffco $ & a - ? - (DT%il&lz& ? ri - ~ y y 

fi£ «J -fl§DNA£7-- U ^**L*:*gU 7^'--> a >Ti(fi 
DH5a L fc„ ^£ft*:?a-->0i£j^£g6<j©:7 , -5x = KpCaP35Y 

(2837bp)£^*:„ 

5' -GGAATTCGAGCTCGGTACCCGGGGGATCCTCTAGAGTCGACCTGCAGGCATGCA-3' (E^iJS^- 
3 ) 

5' -CCTTAAGCTCGAGCCATGGGCCCCCTAGGAGATCTCAGCTGGACGTCCGTACGTTCGA-3* (IS?!J§ 
#4 ) 

±ie©pCaP35Y{w y/N°'J >^fi£g|3gcD * - ~ T>-^-*^A-r5@fi*JT. 

1 8 

BNSDOCID: <WO 9535371 A1_L> 



WO 95/35371 



PCT/JP95/01206 



PBI121 a - >-r v ?*t§!!) ©KK" ( Sad -EcoRI HtM" £ #*t Ul/; ^B^t? 
Lrt: fe©) ^^7X; KpCaP35Y035Sy o * - * - © Tflft © Hind U ISB 

&L/c 0 mbtltz? a - ><D*Pfr £>B&)<D-77 X i K5rHfco C©^5Xi Kfc 
2?^- ^ h^iAt5g(i<I-P> co^^xs K£PvuIIT#Ht L 
Ts pLGVneoll03 [R.Hain et al. (1985) MoL Gen. Genet. 199: 161]<D#r)t 
(;*- * he>£j£***-$*-*-Tift PvuIIgBfir-e^JIfrm. 
Bal31 #LS£J£L. Xfk&£. t Zittz „ <* €. / U >£.JjS6??£7 

n*-^ -©±attttEcoRIWffl-??tlt)Wra> m*££¥?i<b Lfz *>©Tii$1620bp(;rte 

it>tlfc^n->Ot|3^f,g|l<j©7*7Xi Sfil^liSSiffl^ ? * -pKVl ( 

4828bp) £*§rt:o 

ffcl£L*:pKVl£J£ — ©JRS^3g-e* SBamHIt SallTffHt L> ERatte^££tr»r 
(pEB23-l©BamHI-SalI»r)T-s i&2.3kbp) £ 5 -f Y- > a >-Cffl*i&*x £ ft 
£*8§@DH5a tc^Kiggl L^o ^ £ft*: * n - >©4>£> & S tfJ©BRf£3!ffi ^ 
X = KpKVl-ER230f&7. lKbp) £*#fc 0 
2) BR©*'<=il&**BIS-e«D — «W5fcS 

* » 7L ffi »c J: * ERO ^ a * « ftl Ufa t? © — iS 69 « il tt « 3 & o * ft 
[Y.Watanabe (1987) FEBS 219: 65]*— LTfttt r» fc„ ±IBffPfiE L /c "7° 
■7 X = KpKVl-ER23©DNA « T A- * >J ft tz «k o T»*i L fz „ — il&*Jf£51© i6 © 

^'<3««»iiaoffi»ttsp#&©*«sftiiairaAP! c^^aiR'fe>^-i982) {3 
o r <r o /c o (sa^w kxd - : m m * 3* 1*9 s it * tfc s «t t># 

a a (A5 ->Y£ X^-Yigflfi : 7 0-7 5 

»K5 h U -4t«K2ppn 2.4-S? ^ n 07 x y 3XBKtti:0.8X*^) £tt 

3 aHn?*^**Si*Lfco ft 1 g©*7 ;wx»*50ml©*'O*M* 
i X ^ - ^l&ifi : 7 d-7 h U -4tSa»c2ppm 2.4-2^ ^ n a 

7xM->ft^ 3SK^«I) KM Li£**fflfiS£fES!i Lfc 0 C ft & © * /< n £**ffl 
IS 7? Ml- Lfefft. <600rpm. 3d HI) "CHURL, 
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i --tf • * j *y* (+• * ^ m±»!) . 1 % k y -t^ --tf (t£*n^i£*± 

a!) > 0.1%^* h «j t — (Sjisgamsi!) . o.4m.d-v>^ h-;u (fn#« 

HitSS!) HClT-pH 5. 7iCilgg! Liz hOlzMML, 3 0 °C 9 0 #KIKl& L^u^ 
7 X h%ftf£Ltz 0 3 HIS C tiz£ D N 4 °CO0. 4M D-v > - h - 

^T*l^Bf*iR*K»3lfe^fco HM^?L&© — @©i*flM41 x 10 6 £D$ffllJS£0. 8 
mlomaiS^ffliSJK (70 mM KC1, 5 mM MES, 0. 3 Mv y~ h CiS L> 10 
u gOpKVl-ER23©DNAi iR-tf N IgfJLffl+aK-; h (/<-ft5 v KtlSU * 
SR90.4 cm) KAft. ^->/<;l/1f- C^W^^-y KttSD £ffll<>> 125 
300V-*r©g£fTte o fc 0 /U-y-^lf^y h TIhIJK LA:*«**±T30 

#«CH Lfc«301C-e 5 #SJS£tK i^'C^Mfc i*)^o h "T^x hi§i& (A5 •> 
ViX? - r^o-^^tf'vMJ -ftUlfCO. 2 ppm 2, 4-D. 1 %»»« N 

0. 4Mv >^ h -fr^mUa LpH5.7tCf|S!l) CffliLfco fffll!S**<D8U Bg#r25 
ICT — «fc#BU&* Lfcfft, (8,000rpm. 3#IH) -^HURL. 60«tl<D»S& 

trifc (25mM Tris-HCl pH7. 0. 30mM MgCl 2 , 2mM D i th i othre i to 1, 2. 5mM 
ffiBtKrtUtfA. ImM PMSF) 3 #RfljiOl/T- v * Ltz a n^fttzU 

Slii'J -> * - £• ft U o £ T--80°C -C L o 

*fli LT, pKVl-ER23<DDNA<Dft*3 pKVIO DNA& * /< = sSfflgg (c A L tz 

3) ER<D^^3«*ffllSl"t*(0 3E1|tfl«il6a 

Wisii©^/<3jg«iffliiaj^&aigii LA: 0 

^n-X^^A^^n Vf^T. higife ( A -7 i>y<»:X^-^^ite : 7 n - 7 ? 
7 h U - it SB (CO. 2 ppm 2.4-Ds 1 0. 4Mv > - h - Jl £ fa 1m L pH5. Ttz 

IliSi) CKALn Ttfa -xfrmiti-Zmlz i/ * - h T 5& i® £ iffi T 

^100^g/mlffl7j^- -7>f >£Jin*-, 3ECiS*&«tt Ln HILt^fcnn^- 
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ffittWfcpKVl-BR23£«ft**»Kli»*'<3«**fflllS#2 * n-> (I 1, I 

6) ^ nmt its je«:6«jt-pKvi*ffi#-r s ^/<=»J&*ama*< 2 * n- > <c 2- 
1. c 2-4) ^nftiiibnfco 

EROtS^?SttttJBlT©«k "5 *w LTadSELfco xij^^-if7;> (KJKflSfifc 
lUttM) £Jong-Joo Cheong [The Plant Cell (1991) 3: 127] £> © 

- K7<;l/Lt 0 500 jul ©7 v Hr* JflttfljJK C50mH Tris-HCI pH7.4, 0. 
1M Saccharose. 5mM MgCl 2 . ImM PMSF, 5mM EDTA)4>Jc:. m^tifzUS, 
?ft500#g)yT) 0 °CT 2 H# -f > 4- ^ h L?t^U lOOnM 3- 

K7^Mbx U 5 (70Ci/mmol) Ztiax., 4 2 B^FbH > 

^K-hLfco 7 >y > GF/B (0.3%^'Jxf l/>'f 5 >7K*«TlBtKHst 
±^SL/c) X'Kmmm^m.MLt^Wi, 5ml<D^^mmm (10mM Tris-HCl 
PH7.0. 1M NaCl, lOmM MgCl 2 ) T3H]&7£L. i±t:l-o ^^WSt^^ 

|h] b-b" >^^KC17^M©^ »J -> - £ Un T >y 4r W ^tt Affile ass L^^. 0 °C 

•7 > h £_LlE©*7 -7 > hA^t.iL?lltSCi(:«fc!5, ER©<ftStfJ*££f;: J; £ 
fit; > h ( Acpm) ; S-*J6/c„ Wt.ftfcrtOMgfc (Acpm)i. H^Uffll^c^* 

Z<D&m. Stmt LTpKVl©DNA£^A L * IBBST ttx U v * - £ ©4# 
»WAC*S-&*<«S5* tltt^o pKVl-ER23©DNA£3|A Lfc^/<nIJSt'(i 

.x. U i/*-£©!8S&te*££a<t8lg?;*ft*: (I2i) o «fcoT. ±tecD«k oCL 

^ tC ti r> tz o 
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#AL /cDNA 


(fmol/mg) 


*ia Jmf-t W> TH 


pKVl 


< 0 




PKV1-ER23 


90. 5 








C2-1 


pKVl 


<0 


C2-4 


pKVl 


<0 


I 1 


PKV1-ER23 


150 


I 6 


PKV1-ER23 


196 



c ti £>m,tn.&B.&<Dtj}m iz * ;u «> f? a -f * >*<ttiiart zzt ^igt-* 

3 i (Dm&*<^ < 0)}MO||i:fci^tTi:S $ n-Cfe 0 [U. Conrath et al. 
(1991) FEBS LETTERS 279: 141, M. N. Zook et al. (1987) Plant Physiol. 
84: 520, F. Kurosaki et al. (1987) Phytochemi stry 26: 1919. C. L. 
Preisig and R. A. Moreau (1994) Phy tochemistry 36: 857]> ffc * t^ER^-HK 

zttnizm i^y-r xtc&^x $> t) fr's v A-r * y^m^m\zm.x-t z c £ 

^§l^i«^»T7 r -f h7P+y >©*»*<(Sit*ti5**^iftf *«^*</j: 
$*IT^5[M. R. Stab and J. Ebel (1987) Archi. Biochem. Biophys. 257: 

4i6] 0 er£ btLte^?'<3jgmmmiz^»zmAmmzi±t:mnifc& 
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- * :t-, JBKIE*I*'<=i igSiifflIIS©i|ifflifeF*3Ca 2+ Mg©^ ■ ) * -SSSniCfc S|£ 

fl£(I6)Rtf^7 x i K©*S*ALfc*'<=iJg*8Bia(C2-4)*flIl.*fco 
^#^BSO$ffl§artCa 2+ ^^(iCa 2+ a'J^fflM7lc+ U-*- (Fura-2) ©T-t?r-*-> 
y^-rt/RSK* (Fura-2 AM) *ffl^TJHT©J:?K*IILfc. 

> 600rpnu 30secT'i|fflBS£fga6±?!f £*£T*io 2ml© * '< 3 %mm *£*tfi £ 
fltJ*.> « < Lfcfcfito (600rpm, 30sec) L. ±m&m&. Hi* El «l © » ft * 

LJg**HIIS£tt»Lrt:o He* LfcJg*IIBllS(;:J£«l2ml*JD*.> ^— K 5 
mmizMM Ltzt&mmMlml&JfSl.*) . lml©J£*tfi £ 4// 1© ImM 
Fura-2 AM (^Sg2juM, |5|C it # tt 92 ) *ftl;U 30»BS^ffi!SmTl** 
L h L^o *©flU &&ftft (600rpm. 30sec) lc:«£*)2ml 

©i&JfcT2lHllIBMl*fl:* ttlliart KIR Fura-2 AM£flK»)|»^ 

/Co zfe* L^^SfilS(c2ml©^li^»n^.s JSftftlia*^— C*» LTi&SIIBlia 
2ml*3t3tffl3Effl-b-'l'«-» L/£« *ffl B&ft IcflK 0 & * nfc Fura-2 AM iSB AS ?3 ^ X 
7-7 , --K r lc: J: t>*D*»<W*Stf TFura-2lcffi^k*i-So C ©Fura-2*<iSBllSF«3Ca 2+ i 
d «h ic J: -?T*kir ££dfe&Efr£&ft335iiflu £#;&g505niD-e . *SM 

jc.U->^- (lmg/ml) <Cl^LttK-r*>****lffliai=«saDLT»3tSSlK*Si* 
Wci^U *fflBSrtCa 2+ ;gjg©^l:£P^*:o *tIHiiLT^7^: K©** 

i* a l * > < = § m us jc o ^ t t> ± is <h 13 m © & ft -p m m rt c a 2 + « & © & <t * 

SH^fco £*:Mic. SU©*fMHI£<t Lt^-f X^Mtffliaco^T *>±IE£ E«© 

*W X^g&ffl © i& Ufe iffi SK £ £1 T CEt (NaH 2 P0 4 »H 2 0 75mg/ml, KH 2 P0< 
170mg/ml, KN0 8 2. 200mg/ml , NH<N0 3 600mg/ml, (NH<) 2 S04 67ng/nl. 
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MgS0 4 «7H 2 0 310mg/ml, CaCl 2 2H 2 0 295mg/ml, FeS0 4 *7H 2 0 28mg/ml, 
EDTA»Na 2 37.3mg/ml, KI 0.75mg/ml, MnS0 4 «4H 2 0 lO.Omg/ml, H 3 B0 3 
3.0mg/ml, ZnS0 4 »7H 2 0 2mg/ml, Na 2 Mo0 4 «2H 2 0 0. 25mg/ml. CuS0 4 »5H 2 0 0 
025mg/ml. CoCl 2 '6H 2 0 0. 025mg/ml, Inositol 100mg/ml, Nicotinic acid 
l.Omg/ml, Pyridoxine - HC 1 l.Omg/ml. Thiamine-HCl lO.Omg/ml, 
Glucose 5g/ml, Sucrose 25g/ml, Xylose 250mg/ml, Sodium pyruvate 
5.0mg/ml, Citric acid lO.Omg/ml, Malic acid 10. Omg/ml, Fumaric acid 
10. Ong/ml, N-Z-amine 500.0mg/ml, 2, 4-D l.Omg/ml, Zeatine riboside 
0. lmg/ml. KOH -epH5.7«CS8*!-r-6) o 

^^©ffi^T t^ER^^A^S^-a-nti*^;!/^ U SSJCtt (ID 

BSf*9Ca 2+ 2gg<D — jl8<Jte±#) T>^T\-$y foil >*3:<nnMW.i&5tC> 

t-f zum^mm<Dt> t*cs* Lrfitn:tt*^"r««sowa*<'5rfliic«:s ijw 

C^JSfl] 4 3 XEROSIS -^©2£3ic!: .x. y Ky >©&5£ 
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*V XBR<pffl^«r>T-*^:»B"eiiSffi*-fr 5^46^71/ h - (MBP) <h © 

&h££ 6 © ffc fife * — a. - -f > -7 > K'< -f * 7 tf'ttiSi© Protein Fusion & 
Purification System£ffl Tfrte -o rt: 0 PER23-1 £- m M ffi T PCR£- fr <C ^ > 
It* ttSSCDNABfrJt^Bm Lfco ^6ii:^t^VXER©^I 
*J«fctf»rtt£ 3 - K-T S DNA© tc . 5* fflttBamHISBffi*. 3* fig tiSal WtiL £ 
$>hfr IT fettUn LTfcl, 7.1 KpMAL-c2 ( - a - << > 5 > K'< -f * 5 *' 
*tS!> K * o -.=. > ^ LfcRSCMBPi JB^SS^S^-*" * «k 9 tcr'-lf-f > L/c 0 

4) S-ffl^T^tfSLfco DNAtt <Z) IB C I1HT®7 7 -f v-^flJ^fco 
^7^7 — U35 5' -ATGGATCCATGGTTAACATCCAAACC-3* 
^ ^ >T "7 - U36 5* -ATGGATCCGAATATAACTGGGAGAAG-3* 
y 5 * v -U37 5' -ATGGATCCCCAGCATGGGGTAGGAAG-3* 
^9 -f "7 -U38 5' -TAGTCGACTACTTCTCCCAGTTATATTC-3* 
rf"7 << v -U39 5* -TAGTCGACTACTTCCTACCCCATGCTGG-3* 
4 ~* — U40 5' -TAGTCGACTATTCATCACTTCTGCTATG-3' 
-fv << -U41 5* -ATGGATCCGCCCCACAAGGTCCCAAA-3* 
^ 5 -T t -U42 5' -ATGGATCCAATGACTCCAACACCAAG-3' 

0. 01// g ©pER23-lDNA£ 7 9 n 1 © 3g S * l£ 8? U 1 0// 1 © 1 OxPCR 
'<v 7 ?- <^?iiitt^!Taq DNA^'J / ^--fcf fcgstf) .8^1 ©2.5mM dNTP 
CT"? -1* v-U 5tU7H<liUl OiUl 2 ZZtlZ'ti 1 0 0 pmol-f o&tf 
0.5u I ©Taq DNA* U?-^ <£ffii6*fc«> ^SD^i^l 0 0 ^ 1 iL> ^ 

>^PCR->^fA 9 6 0 0 1 ) 9 4 °C ; 3 0 fi> % 2 ) 5 

5 °C ; 3 0#x 3 ) 7 2 °C ; 1 #T 1 ) 2 ) 3 ) £ 3 0 @ *g «3 L A: „ 

1 5 u 1 ^^OlSP^BaiDHItSallT'tUSfr U 1 % T # a - x y si/ 55 ft lb tc ^ 

/Co 

m^aclfttctt Lfc±IBy;l/£0. 5jt/ g/m 1 Ol^bxf 1 5&m 
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Ltzo H^ifrliy- > 9 U - > II ('<-f * 1 0 1 ttSS!) xmm L> D 

N AfctrtrSSJfcfclsIiR Lft 0 HHK L^D N Amft*7y * S. KpMAL-c2©BamHl - 

2) RT»fl:Baii#©gl» 

ftiftioy^x; K*»ALfc*Bl* 1 ?fc> ^31^ itfe (10g/l h'J^h 
> ; ^y^ttS^ 5g/lP#«tB$l ; ^nftiSk 5g/l NaCk 2g/17 K * «K 
100^g/mlT > h°-> U >) -tTHU^* I fc^#&0.4ml£40inl©f£Sl^iitc^Jn U 

od 8 0 0 =o. 55^<£ zt-czivemmmmttzo e»«*o. 3mMJc# % x *> 

ft^o^o *»H&St'k£Iin?IIIiK&. Sfcfr><y7T- (20mM Tris-HCl, pH7. 4, 
200mM NaCl, ImM EDTA) T?nW*$tft L . M^&toS 2 TfcflflS 

£9£#L. &^g0. 255K ZW3-12gsJjnm 30#fil! 4°C T" >f > * a. K - h 
#81 (10,000 rpm, 5 min) tc «k ») ±»£ 0JK L > Jl ® qJ ft H Sli#£*#^o 

3) x>j -fcli^Ugi* 

•i- U •> 9 - t ©*£^S& li£lT©«fc ? (c LTSil^ L^o ^'Jv^-i^vi^ 
(mjiHtfifcllSm®!) ©1££#£Jong-Joo Cheong [The Plant Cell (1991) 3: 
127] f,OSfti:|Sl^S!(Lfc. Jiy i/ * - t * 5 5 >©^£#£ * a ^ 

5 VT&J3 0T 3 - K^'OU Lfco 500 ^ 1 ©7-yt^ffli®jg (50mM Tris- 
HCl pH7. 4. 0. 1M Saccharose. 5mM MgCl 2 , ImM PMSF. 5mM EDTA)t£{:i. *f £*i/c 
mS, (2 >/**e800#gJ£lT) ZmffiL, 0tt2^^-f V + a^-hLfcts 
lOOnM a - Y^KiVit^ U S (70Ci/mmol) &JlD>U 4 °Ct? 

2 BtFa'W h Lfz 0 V y b v > GF/B (0. 3%tf U if- U > -f S >7j<igi& 

Tll#M£l±*&3 L T?R«:ffif«[*ajB LfcflU 5ml®*££ffift ( lOmM 
Tris-HCl pH7.0, 1M NaCl, lOmM MgCl 2 ) T 3 HJ&v£ U iUiIcK-* fcftftfjgft 

L*:gu o °ct- 2 b#ihw >*a.'<- b L> ±E£E»©»fE*fTttl** »itltz 
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tfj&^tcfc -5 # ft y V (Acpm) &3£a6fc„ £> tliz ii <5 y h»- ( A cpm) <h . 

;K3r##>5 C iti x ) y 9 -m&m&m (mo lft) £St» Lfco 

ER©DNA£sg A Lfc^litfci U * - £ ©«rJIWtte6*<«S$*ife (SB 

^>^H3-Ft5:.t StlST * d: t > I2?iJ#^§ 1 4 3 ©239^ & 
442© 7 5 y Kl^'J^tc J- U -> ^ K J 4 y C t A<IB^t <£ -sfco 

CUSS^J 5 ) i'J^ -tS^ K> -f yeoifLftiz*. Z> yjbii ys. y - £ y-r 

i ) ^ifcoxij K-/ -r >©fg§a 

ER£*©;*:fi©i U * >*^HST^^$U^/cJ6^;b h-x 

&£gS(MBP)i©i&£ga©fpfi££-^-'r y 7 y K'<-r a- ^ #tts!© 

Protein Fusion & Purification System£fl| l^TfT^ofco xU^^-te^Ky 
-f >*n - K"*-*DNA*»*fcJi>PCR*ffl^fco £*T©^v -T v^SltS!^ 

(T^v-f K'<-T * *> X-f-Aft^-r^U 3 9 4 ) LfflOfco 
^■7 *f -7-U36 5* -ATGGATCCGAATATAACTGGGAGAAG-3' 
7 -f -7 - U39 5' -TAGTCGACTACTTCCTACCCCATGCTGG-3' 

0.01 .a* g ©pER23-lDNA£ 7 9 n 1 © *5 « * K J& » U 10//1©10xPCR 
/< y 7 T - (^jgitttMTaq DNA^iJ^ 5 . 8 # 1 ©2. 5mM dNTP 

C^^'fv-USiUTfeUliUl OiUl 2 1 0 0 pmol-f oRtf 

0. 5// 1 ©Taq DNA# 'J ^ 7 - -bf C^Sigtt^) ^jDifiH 1 0 0 m 1 i ^ 
Tol®i:TPCR5JS*}f«-jfc. 

££KBti'<-* ^i;Uv-%t*!^- >7>^PCRi/Xf A 9 6 0 0 
r^ 0 1 ) 9 4 1C ; 3 0 £K 2) 5 5 °C ; 3 0 £K 3) 7 2 °C ; 1 #T' 

1 ) 2 ) 3 ) £ 3 0@I?)ILfco SiS^. 1 5 a* 1 £f&JRB@£StBamHl <»: Sal IT 
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mmfamizm LfciE^^so. 5u g/m 1 ©nib^^^? ^mm-e 1 5#ra 

lb Ltz. D py^HSrfrtt^ - U - >II (><* *- 1 0 1 ttSS) la^TMlL^ 
DNA££trig&£lE]JKLfro iHURL^DNAiH-^/^x i KpMAL-c2© 
BamHI-SallgB&JC * o - - > 7 L *JlfflDH5 a £*ALfco 

2) ^ciiTis Lt:i&£mB<Dmmti?Lft<Dttf& 

•7=7*1 F4»ALfc*H4 1 Bfcs fSS!J&*tfi (10g/l h'J^h>; ^Xntt 
Sik Sg/m&l&fo® ; ^y^m 5g/l NaCK 2g/lX K">«, 100# g/mlT > 
fv'J>) tl^i L fc^SK 150ml 51© 5621*ifi«-^Jin U OD 6 oo=0.55(c 

£ £T37°CT^n 7 ^ 7. n CTiSJRJ&# L/Co ^&^g0. 3mMC*S 5 «k o iz -f 

**fir<£ofco *»H*a^»lBlTlHliR«s ftfr'<y7r- (20mM Tris-HCl. 
pH7. 4, 200mM NaCl, ImM EDTA) TM#£&#Ls (15&fo2» 
M) T'«D8S^5gc^ L^o itjklc*oT»&ft;fc^Jgffc«eB#a*£MBPltt£Sfi 
£y S. u-x U 5? >T?tf»U $ t.fc^ 7 ? ? -Xa-^MBPi x. »J K ^ -Y 

^hVY >) £^fc„ iSigttE. Harlow <fc D. Lane [Antibody (1988) a - 
AKx^U>^-'<-tt, pp. 53-137] 0^CtiK ^ xjttec 2 m&& 
Bft&'nti ->tz 0 *{Bi3&<±J*Ly£Ci*BLISAftT?ttSLfcSfe. J8**imL, 
50XfSfn5S££tJa. -/or-* >A-f7 r n-x ( 7 7 Jl v -> 7 ) T«I ( 
0. 1 M 'J h U 7 A pH 8. 0Tta{*£*g£ U 0.1 M ? .x >» pH 3. 57? 

^iiiL^o ) LT in. fc<Dm $H£'<7te o fc„ U/yD»; hSTIi, 

3) y-r x^maiiidowii! 

±i£5&J§ (9BH) Lfc^-f^K 36 g) *«»L. 47b1©*^/<v 

"7 7 - (25 mM Tris-HCl pH 7.0, 30 mM MgCl 2 . 2 mM di thiothrei tol, 2.5 mM 
sodium metabisulf ite. 1 mM PMSF) JCi&SLfco ^nmmftcomgl&izy <{ 
X«CDJBtH»Ha8^C«£ofc 0 mt>titL=? mmW&Zlm\<D*1%'<v 7 r - (10 
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mM Tris-HCl pH 7.4, 0.1 M sucrose, 5 mM MgCh. 1 mM PMSF. 5 mM EDTA) lz 
mML-BOVX'gk&LtZo 

(mM^tfiJcXHtt^) <D*££#£Jong-Joo Cheong [The Plant Cell (1991) 3: 
127] ^CD^&C&l^JiScLfco <^f-> i'J^-if7; XDm&W&f u => 
; ^^fflUta-K^^^Lfc. 500 u 1 OT-y-lr-rffl^flifS (50mM Tris- 
HCl pH7.4, 0. 1M Saccharose, 5mM MgCl 2 . ImM PMSF. 5mM EDTAJ^tC ^-fXf 
3gfflSffl£ UOO0 1. 82O0g) £»»U 0 2 >r > 4- ^ ^- h L 
714ng(143 nM)CD 3 - K5<;Mbx U > * - * v S (70Ci/mmol) £fln 

>U 4 < C-C2«FRB-f>*a'<-hLfco «7 * h ^ > GF/B (0. Z% # U i f- 1/ > -f 

ClOmM Tris-HCl pH7. 0, 1M NaCi, lOmM MgCl 2 ) Tr 3 IU Sfc L , lit ± K: K 0 Jfc 
S-tfg&S-tf > v-rt ? > 9 -X'ti 1 > b Liz (*-?>FA) o ^ftlS^Cfc 
5i?i^i<fci6s PI L V >7)V\z m lOOfg & (75//g, 15 «M)0 J Ki U 

ft -%ijqz.t v * * mmmmizmm lk-&, ovx 2mm-( >^ h l, 

*m m\ ft-t % C t fc:<fc «5 btlfc> BROltlltff^fcj; 5 # * > h (Acpm) 
£100% t Lt, 3-;l/Kx«J i/^-Oft^i3i:^ti€ti3.6, 7. K 10. 8s 14. 
4. 28. StigV'ffiglVLft&tiaA.'f - h LTmz>titz&&Jy *> > 

Q> hA7^£ML3I^T*#t>ft'5fii£3c*6N =j-/U K-xy * - Tf# £ ft*: # *? 
> Y Wt£<D > hT'ILfc (170) o 28. 8^gCD#L#T-51%igx «j 
is* -(Df^^i}<mm^tlfz 0 CO^liaot, x U is? 'f 
*<lt**l=.xU y^-tx'J £©ig&£[51SL 9 5 Ci*<5IIS 

5 ) x u -> * -met k ^ > k i * 7 7 4 h t u * s/ > shirs 

mitVl. G. Hahnt>®[ ( 1992) Molecular Plant Pathology Volume II A 
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Practical Approach, IRL Press pp. 1 17-120]73 & t tzi)< ■? tz 0 

x 'J -> 9 K ^ •* > icftf £ fit ft-Tft (0> 1> 2s 3s 4> 10s 

20 g/25# SI/MI t LTg#S*©dsRNAaseT* S pac IK:**^ 

s»S5!Jn:#*nen (4> iOs 20 # i/^subo zy* x=?mKuax.* 1 

BfpfKN >^a.^- h Lfct^ ^*>x"j<>^- (200ng/25# l/^mitfc) £M 

$n§7r^ h7 -> >«£100%£ LTs Jn;#£JSSn Lfcfc-i- U '>^-£&s 
8 H) » S>'4 X^mm^fziO 20. 0 // go x >J y ^ - ^^ K ^ O C^t 5 
pac 1 tt#Ttt^-f X^KltfcSfc £20. 0jttg4in*T fc7 r -< h7l/*->>0 
5i'J -tt^fifiT? t±<E < > r-f XOjfititttSKS*^! #eci-^ER*3 - K L 

-©SI#(*©BB§i6C N £fcs ER(Cftih3ft#£iiI^£fc*6®iaJgl£ LTffflT 

N A Bfrtf-fcis t*fmtt&©W«ft«©«&©rt:i6©*m£ Ltfffl 
T*££o f <£*)*n *^OD N A£ fcii*©»rJt* % 8* ©Ifil&KSlPA L5BS 

$ t>lCs ^fgBj©?*^*? >jcy •> ? -u-t7'?-iz%j-?Z>in.ft J P. *^n^©^ 
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k ?y m. 

iS?"J#^ : 1 
E?|J©M£ : 6 6 7 

m&\(Dm : 7 ; yi 

h * n V- : gKtt 

Val Asn lie Gin Thr Asn Thr Ser Tyr He Phe Pro Gin Thr Gin Ser Thr Val 

15 10 15 

Leu Pro Asp Pro Ser Lys Phe Phe Ser Ser Asn Leu Leu Ser Ser Pro Leu Pro 

20 25 30 35 

Thr Asn Ser Phe Phe Gin Asn Phe Val Leu Lys Asn Gly Asp Gin Gin Glu Tyr 

40 45 50 

He His Pro Tyr Leu He Lys Ser Ser Asn Ser Ser Leu Ser Leu Ser Tyr Pro 
55 60 65 70 

Ser Arg Gin Ala Ser Ser Ala Val lie Phe Gin Val Phe Asn Pro Asp Leu Thr 

75 80 85 90 

lie Ser Ala Pro Gin Gly Pro Lys Gin Gly Pro Pro Gly Lys His Leu He Ser 

95 100 105 

Ser Tyr Ser Asp Leu Ser Val Thr Leu Asp Phe Pro Ser Ser Asn Leu Ser Phe 

110 115 120 125 

Phe Leu Val Arg Gly Ser Pro Tyr Leu Thr Val Ser Val Thr Gin Pro Thr Pro 

130 135 140 

Leu Ser He Thr Thr lie His Ser He Leu Ser Phe Ser Ser Asn Asp Ser Asn 
145 150 155 160 

Thr Lys Tyr Thr Phe Gin Phe Asn Asn Gly Gin Thr Trp Leu Leu Tyr Ala Thr 
165 170 175 180 

Ser Pro lie Lys Leu Asn His Thr Leu Ser Glu lie Thr Ser Asn Ala Phe Ser 
185 190 195 
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Gly lie He Arg lie Ala Leu Leu Pro Asp Ser Asp Ser Lys His Glu Ala Val 

200 205 210 215 

Leu Asp Lys Tyr Ser Ser Cys Tyr Pro Val Ser Gly Lys Ala Val Phe Arg Glu 

220 225 230 

Pro Phe Cys Val Glu Tyr Asn Trp Glu Lys Lys Asp Ser Gly Asp Leu Leu Leu 
235 240 245 250 

Leu Ala His Pro Leu His Val Gin Leu Leu Arg Asn Gly Asp Asn Asp Val Lys 
255 260 265 270 

He Leu Glu Asp Leu Lys Tyr Lys Ser He Asp Gly Asp Leu Val Gly Val Val 

275 280 285 

Gly Asp Ser Trp Val Leu Lys Thr Asp Pro Leu Phe Val Thr Trp His Ser He 

290 295 300 305 

Lys Gly lie Lys Glu Glu Ser His Asp Glu He Val Ser Ala Leu Ser Lys Asp 

310 315 320 

Val Glu Ser Leu Asp Ser Ser Ser He Thr Thr Thr Glu Ser Tyr Phe Tyr Gly 
325 330 335 340 

Lys Leu lie Ala Arg Ala Ala Arg Leu Val Leu He Ala Glu Glu Leu Asn Tyr 
345 350 355 360 

Pro Asp Val lie Pro Lys Val Arg Asn Phe Leu Lys Glu Thr He Glu Pro Trp 

365 370 375 

Leu Glu Gly Thr Phe Ser Gly Asn Gly Phe Leu His Asp Glu Lys Trp Gly Gly 

380 385 390 395 

He He Thr Gin Lys Gly Ser Thr Asp Ala Gly Gly Asp Phe Gly Phe Gly He 

400 405 410 

Tyr Asn Asp His His Tyr His Leu Gly Tyr Phe He Tyr Gly He Ala Val Leu 
415 420 425 430 

Thr Lys Leu Asp Pro Ala Trp Gly Arg Lys Tyr Lys Pro Gin Ala Tyr Ser lie 
435 440 445 450 

Val Gin Asp Phe Leu Asn Leu Asp Thr Lys Leu Asn Ser Asn Tyr Thr Arg Leu 
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455 460 465 

Arg Cys Phe Asp Pro Tyr Val Leu His Ser Trp Ala Gly Gly Leu Thr Glu Phe 

470 475 480 485 

Thr Asp Gly Arg Asn Gin Glu Ser Thr Ser Glu Ala Val Ser Ala Tyr Tyr Ser 

490 495 500 

Ala Ala Leu Met Gly Leu Ala Tyr Gly Asp Ala Pro Leu Val Ala Leu Gly Ser 
505 510 515 520 

Thr Leu Thr Ala Leu Glu lie Glu Gly Thr Lys Met Trp Trp His Val Lys Glu 
525 530 535 540 

Gly Gly Thr Leu Tyr Glu Lys Glu Phe Thr Gin Glu Asn Arg Val Met Gly Val 

545 550 555 

Leu Trp Ser Asn Lys Arg Asp Thr Gly Leu Trp Phe Ala Pro Ala Glu Trp Lys 

560 565 570 575 

Glu Cys Arg Leu Gly He Gin Leu Leu Pro Leu Ala Pro lie Ser Glu Ala lie 

580 585 590 

Phe Ser Asn Val Asp Phe Val Lys Glu Leu Val Glu Trp Thr Leu Pro Ala Leu 
595 600 605 610 

Asp Arg Glu Gly Gly Val Gly Glu Gly Trp Lys Gly Phe Val Tyr Ala Leu Glu 
615 620 625 630 

Gly Val Tyr Asp Asn Glu Ser Ala Leu Gin Lys He Arg Asn Leu Lys Gly Phe 

635 640 645 

Asp Gly Gly Asn Ser Leu Thr Asn Leu Leu Trp Trp He His Ser Arg Ser Asp 
650 655 660 665 

Glu 
667 

m?i\m*j : 2 

12?!l©g$ : 2 0 0 4 
SE?iJ©S : tem. 
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MB^'Joa^ : cDNA 

mm 

: 9 4 X (Glycine max L. ) 

fog, : r y - 

9 18 27 36 45 54 

GTT AAC ATC CAA ACC AAT ACA TCT TAC ATC TTC CCT CAA ACA CAA TCC ACT GTT 

Val Asn lie Gin Thr Asn Thr Ser Tyr He Phe Pro Gin Thr Gin Ser Thr Val 

63 72 81 90 99 108 

CTT CCT GAT CCC TCC AAA TTC TTC TCC TCA AAC CTT CTC TCA AGT CCA CTC CCC 

Leu Pro Asp Pro Ser Lys Phe Phe Ser Ser Asn Leu Leu Ser Ser Pro Leu Pro 

117 126 135 144 153 162 

ACA AAC TCT TTC TTC CAA AAC TTT GTC CTA AAA AAT GGT GAC CAA CAA GAA TAC 

Thr Asn Ser Phe Phe Gin Asn Phe Val Leu Lys Asn Gly Asp Gin Gin Glu Tyr 

171 180 189 198 207 216 

ATT CAT CCT TAC CTC ATC AAA TCC TCC AAC TCT TCC CTC TCT CTC TCA TAC CCT 

He His Pro Tyr Leu He Lys Ser Ser Asn Ser Ser Leu Ser Leu Ser Tyr Pro 

225 234 243 252 261 270 

TCT CGC CAA GCC AGT TCA GCT GTC ATA TTC CAA GTC TTC AAT CCT GAT CTT ACC 

Ser Arg Gin Ala Ser Ser Ala Val He Phe Gin Val Phe Asn Pro Asp Leu Thr 

279 288 297 306 315 ' 324 

ATT TCA GCC CCA CAA GGT CCC AAA CAA GGT CCC CCT GGT AAA CAC CTT ATC TCC 
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He Ser Ala Pro Gin Gly Pro Lys Gin Gly Pro Pro Gly Lys His Leu He Ser 

333 342 351 360 369 378 

TCC TAC ACT GAT CTC ACT GTC ACC TTG GAT TTC CCT TCT TCC AAT CTG AGC TTC 
Ser Tyr Ser Asp Leu Ser Val Thr Leu Asp Phe Pro Ser Ser Asn Leu Ser Phe 

387 396 405 414 423 432 

TTC CTT GTT AGG GGA AGC CCC TAT TTG ACT GTG TCT GTG ACT CAA CCA ACT CCT 
Phe Leu Val Arg Gly Ser Pro Tyr Leu Thr Val Ser Val Thr Gin Pro Thr Pro 

441 450 459 468 477 486 

CTT TCA ATT ACC ACC ATC CAT TCC ATT CTC TCA TTC TCT TCA AAT GAC TCC AAC 
Leu Ser He Thr Thr He His Ser He Leu Ser Phe Ser Ser Asn Asp Ser Asn 

495 504 513 522 531 540 

ACC AAG TAC ACC TTT CAG TTC AAC AAT GGT CAA ACA TGG CTT CTT TAT GCT ACC 
Thr Lys Tyr Thr Phe Gin Phe Asn Asn Gly Gin Thr Trp Leu Leu Tyr Ala Thr 

549 558 567 576 585 594 

TCC CCC ATC AAG TTG AAC CAC ACC CTT TCT GAG ATA ACT TCT AAT GCA TTT TCT 
Ser Pro He Lys Leu Asn His Thr Leu Ser Glu He Thr Ser Asn Ala Phe Ser 

603 612 621 630 639 648 

GGC ATA ATC CGG ATA GCT TTG TTG CCG GAT TCG GAT TCG AAA CAC GAG GCT GTT 
Gly He He Arg He Ala Leu Leu Pro Asp Ser Asp Ser Lys His Glu Ala Val 

657 666 675 684 693 702 

CTT GAC AAG TAT AGT TCT TGT TAC CCC GTG TCA GGT AAA GCT GTG TTC AGA GAA 
Leu Asp Lys Tyr Ser Ser Cys Tyr Pro Val Ser Gly Lys Ala Val Phe Arg Glu 
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711 720 729 738 747 756 

CCT TTC TGT GTG GAA TAT AAC TGG GAG AAG AAA GAT TCA GGG GAT TTG CTA CTC 

Pro Phe Cys Val Glu Tyr Asn Trp Glu Lys Lys Asp Ser Gly Asp Leu Leu Leu 

765 774 783 792 801 810 

TTG GCT CAC CCT CTC CAT GTT CAG CTT CTT CGT AAT GGA GAC AAT GAT GTC AAA 

Leu Ala His Pro Leu His Val Gin Leu Leu Arg Asn Gly Asp Asn Asp Vai Lys 



819 828 837 846 855 864 

ATT CTT GAA GAT TTA AAG TAT AAA AGC ATT GAT GGG GAT CTT GTT GGT GTT GTC 

He Leu Glu Asp Leu Lys Tyr Lys Ser He Asp Gly Asp Leu Val Gly Val Val 

873 882 891 900 909 918 

GGG GAT TCA TGG GTT TTG AAA ACA GAT CCT TTG TTT GTA ACA TGG CAT TCA ATC 

Gly Asp Ser Trp Val Leu Lys Thr Asp Pro Leu Phe Val Thr Trp His Ser He 

927 936 945 954 963 972 

AAG GGA ATC AAA GAA GAA TCC CAT GAT GAG ATT GTC TCA GCC CTT TCT AAA GAT 

Lys Gly He Lys Glu Glu Ser His Asp Glu He Val Ser Ala Leu Ser Lys Asp 

981 990 999 1008 1017 1026 

GTT GAG AGC CTA GAT TCA TCA TCA ATA ACT ACA ACA GAG TCA TAT TTT TAT GGG 

Val Glu Ser Leu Asp Ser Ser Ser He Thr Thr Thr Glu Ser Tyr Phe Tyr Gly 

1035 1044 1053 1062 1071 1080 

AAG TTG ATT GCA AGG GCT GCA AGG TTG GTA TTG ATT GCT GAG GAG TTG AAC TAC 

Lys Leu He Ala Arg Ala Ala Arg Leu Val Leu He Ala Glu Glu Leu Asn Tyr 



1089 



1098 



1107 



1116 



1125 



1134 
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CCT GAT GTG ATT CCA AAG GTT AGG AAT TTT TTG AAA GAA ACC ATT GAG CCA TGG 
Pro Asp Val He Pro Lys Val Arg Asn Phe Leu Lys Glu Thr He Glu Pro Trp 

1143 1152 1161 1170 1179 1188 

TTG GAG GGA ACT TTT AGT GGG AAT GGA TTC CTA CAT GAT GAA AAA TGG GGT GGC 
Leu Glu Gly Thr Phe Ser Gly Asn Gly Phe Leu His Asp Glu Lys Trp Gly Gly 

1197 1206 1215 1224 1233 1242 

ATT ATT ACC CAA AAG GGG TCC ACT GAT GCT GGT GGT GAT TTT GGA TTT GGA ATT 
He He Thr Gin Lys Gly Ser Thr Asp Ala Gly Gly Asp Phe Gly Phe Gly He 

1251 1260 1269 1278 1287 1296 

TAC AAT GAT CAC CAC TAT CAT TTG GGG TAC TTC ATT TAT GGA ATT GCG GTG CTC 
Tyr Asn Asp His His Tyr His Leu Gly Tyr Phe lie Tyr Gly lie Ala Val Leu 

1305 1314 1323 1332 1341 1350 

ACT AAG CTT GAT CCA GCA TGG GGT AGG AAG TAC AAG CCT CAA GCC TAT TCA ATA 
Thr Lys Leu Asp Pro Ala Trp Gly Arg Lys Tyr Lys Pro Gin Ala Tyr Ser lie 

1359 1368 1377 1386 1395 1404 

GTG CAA GAC TTC TTG AAC TTG GAC ACA AAA TTA AAC TCC AAT TAC ACA CGT TTG 
Val Gin Asp Phe Leu Asn Leu Asp Thr Lys Leu Asn Ser Asn Tyr Thr Arg Leu 

1413 1422 1431 1440 1449 1458 

AGG TGT TTT GAC CCT TAT GTG CTT CAC TCT TGG GCT GGA GGG TTA ACT GAG TTC 
Arg Cys Phe Asp Pro Tyr Val Leu His Ser Trp Ala Gly Gly Leu Thr Glu Phe 

1467 1476 1485 1494 1503 1512 

ACA GAT GGA AGG AAT CAA GAG AGC ACA AGT GAG GCT GTG AGT GCA TAT TAT TCT 
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Thr Asp Gly Arg Asn Gin 

1521 1530 
GCT GCT TTG ATG GGA TTA 
Ala Ala Leu Met Gly Leu 

1575 1584 
ACA CTC ACA GCA TTG GAA 
Thr Leu Thr Ala Leu Glu 



Glu Ser Thr Ser Glu Ala 

1539 1548 
GCA TAT GGT GAT GCA CCT 
Ala Tyr Gly Asp Ala Pro 

1593 1602 
ATT GAA GGG ACT AAA ATG 
lie Glu Gly Thr Lys Met 
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Val Ser Ala Tyr Tyr Ser 

1557 1566 
CTT GTT GCA CTT GGA TCA 
Leu Val Ala Leu Gly Ser 

1611 1620 
TGG TGG CAT GTG AAA GAG 
Trp Trp His Val Lys Glu 



1629 1638 1647 1656 1665 1674 

GGA GGT ACT TTG TAT GAG AAA GAG TTT ACA CAA GAG AAT AGG GTG ATG GGT GTT 
Gly Gly Thr Leu Tyr Glu Lys Glu Phe Thr Gin Glu Asn Arg Val Met Gly Val 

1683 1692 1701 1710 1719 1728 

CTA TGG TCT AAC AAG AGG GAC ACT GGA CTT TGG TTT GCT CCT GCT GAG TGG AAA 
Leu Trp Ser Asn Lys Arg Asp Thr Gly Leu Trp Phe Ala Pro Ala Glu Trp Lys 

1737 1746 1755 1764 1773 1782 

GAG TGT AGG CTT GGC ATT CAG CTC TTA CCA TTG GCT CCT ATT TCT GAA GCC ATT 
Glu Cys Arg Leu Gly He Gin Leu Leu Pro Leu Ala Pro He Ser Glu Ala He 

1791 1800 1809 1818 1827 1836 

TTC TCC AAT GTT GAC TTT GTA AAG GAG CTT GTG GAG TGG ACT TTG CCT GCT TTG 
Phe Ser Asn Val Asp Phe Val Lys Glu Leu Val Glu Trp Thr Leu Pro Ala Leu 

1845 1854 1863 1872 1881 1890 

GAT AGG GAG GGT GGT GTT GGT GAA GGA TGG AAG GGG TTT GTG TAT GCC CTT GAA 
Asp Arg Glu Gly Gly Val Gly Glu Gly Trp Lys Gly Phe Val Tyr Ala Leu Glu 
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1899 1908 1917 1926 1935 1944 

GGG GTT TAT GAC AAT GAA AGT GCA CTG CAG AAG ATA AGA AAC CTG AAA GGT TTT 
Gly Val Tyr Asp Asn Glu Ser Ala Leu Gin Lys Me Arg Asn Leu Lys Gly Phe 

1953 1962 1971 1980 1989 1998 

GAT GGT GGA AAC TCT TTG ACC AAT CTC TTG TGG TGG ATT CAT AGC AGA AGT GAT 
Asp Gly Gly Asn Ser Leu Thr Asn Leu Leu Trp Trp He His Ser Arg Ser Asp 

2004 
GAA TAG 
Glu 

: 3 

MB?'J©ft$ : 5 4 

ie?ijcdm : mm 
mom : — *m 

mnvmm mnrnw ^ssdna 

GGAATTCGAG CTCGGTACCC GGGGGATCCT CTAGAGTCGA CCTGCAGGCA TGCA 
12?U©g£ : 5 8 

mn<om mm 

wzv}(Dwm : mvmm ^^dna 

CCTTAAGCTC GAGCCATGGG CCCCCTAGGA GATCTCAGCT GGACGTCCGT ACGTTCGA 



4 0 



BNSDOCID: <WO 9535371 A 1_L> 



WO 95/35371 



PCT/JP95/01206 



if * © m m 

1. nm.m^w.nm.<DW,m&^ 1 iz^Ltzr s j mmwiz^i- %> r^* u -> 

9 - Hz ^ -o 

2. HK6UtcE?'J^©I2^J#^- 1 i:iL/:7 ^ J WW-W^^t £ Cf^iJ > U •> 

K -TSig® IE ?>J £ ^ tr D N AS tzte*(Dmft 0 

3. ?*;l/*7 ^ — H? 3 - K-T S^SlE^J^lE?iJSOE^J§-t 2 
{Ctj^ fc©T&£> IS*^ 2 IS*fc©DN Aifcli^Oifro 

4. ^77; KpER23-l C Jfl iA £ ft. iOl/*/ > i U -> * - 1/ * 7 * - £ 3 - K 
■r * £ m IS ?"J £ £ V D N A * tz It Z © m o 

5. it*©iEffl^ 2 m—m 4 ^©^-rn^{cie«£©D n a * fcn*©»r 

6. If 3R©$Sffl!fc 2 4 ig©^-rti^{clEig©D N A * tz it -e ©BfrK" A 



BNSDOCID: <WO 9535371A1_I_> 



4 1 



WO 95/35371 



1 m 



PCT/JP95/01206 



mil SDS-#U 7 >j V )i Y X K y^m^r/KI 



KDa 



1 2 



94.0 
67.0 

43.0 



30.0 




-<-ER 



20.1 ->-ia 



1: Momo Qf£1&lltf> 
2: ;W b - X if y 'A V /u$j§ 0 Mi 
3: x. U v 9 - &&> if J XV ^ vlf Hi M*> 



1/8 



BNSDOCID: <WO. 



9535371 A1J_> 



WO 95/35371 



PCT/JP95/01206 





2/8 



WO 953537 1 A 1 _L> 



WO 95/35371 



PCT/JP95/01206 



m 3 



Aatll 




1. Pvun(SI5^-), BamHIYlHb 

HindlH 

Ndc L„n> ' SpM 2.Pstim^. 

rVU1// PstI 3. HindmMlk. ^ 'J > * 
StuI 



Ca35P 



BamHI 
Smal 
Kpnl' 

Eco&t 



iSpl vJ V PvuH />SalI 

Xmnl~^ ^^X^^^S^uS" 1 * 1 
Seal 



Anm 



HindmftMfc 




Ap p CaP35Y 



ft Ca35P 



Anm 



Sspl Aatll NdeI 

XmnI 
Seal. 



Ann: 




Km 



Pvun 



pBI121 

SacI-EcoRIffifM- 



pLGVneoll03 

PvunM-fb 

Bal3l48k§l 
, EcoRIYB'ft 

? us 

(^1620bpffif>T-) 



Seal. VA. I L 



pER23-l — 

BamHI-SallK/fJt 

(&2.3kbp) 



BamHI, SallM-ft 



Anni 




Sail 



ER 



3/8 



BNSDOCID: <WO_ 



953537 1A1_I_> 



WO 95/35371 



PCT/JP95/01206 



g4| 



no 



£> 105 " 



-mm xzyj xmmmmft 

Ca 2+ ltJS<7)-^±# 




lOOf — 



10 



20 



4/8 



BNSDOCID: <WO 9535371 A 1J_> 



WO 95/35371 



PCT/JP95/01206 



W> 5 



Ca 2+ mm<7>-'&M±.& 

120 I — — 




0 10 20 

P*W (#) 

&imm. (%) : (^^r^jwfto^sfiBE/^^^as^o^saiffi) x i o.o 



5/8 



BNSDOCID: <WO 9535371A1 J_> 



WO 95/35371 PCT/JP95/01206 

m 6 m 



o 



• 4J 



O 
V 



g\ ro 



^ o o 



o 
V 



CO 



1 

I* 



ocr>cooocrvocr> 
xrroro^rKrro^ro 



mmmrHcgcMr^vD 
rocoronrrr^roro 



r- rg r> cm 

M> <ST XT V© VO ^ 

VO XT CM VO VO 
I I I I I I 

iH iH tH ro o\ 

<y» in 



VO 
VO 

I 

r- 

in ro 
xt 



CM 
I 

ro 
cm 



BNSDOCID: <WO 9535371A1 _l_> 



6/8 



WO 95/35371 



PCT/JP95/01206 




20 " 

0 ' ' ' 1 « 

0 10 20 30 

£vfr (fig) 



BNSDOCID: <WO 9535371 A 1J_> 



7 / 8 



WO 95/35371 



PCT/JP95/01206 



100 



K 




g£© Opac I K*l"t *> £ i&EKI 



BNSDOCID: <WO 9635371A1_L> 



8/8 



INTERNATIONAL. SEARCH REPORT 



International application No. 

PCT/JP95/01206 



A. CLASSIFICATION OF SUBJECT MATTER 

Int. CI 6 C12N15/12, C07K14/705, C12N5/10 
According to International Patent Classification (IPC) or to both national classification and IPC 



B. FIELDS SEARCHED 



Minimum documentation searched (classification system followed by classification symbols) 

Int. Cl6 C12N15/12, C07K14/705, C12N5/10 



Documentation searched other than minimum documentation to the extent that such documents are included in the fields searched 



Electronic data base consulted during the international search (name of data base and, where practicable, search terms used) 
CAS ONLINE , WPI, WPI/L, BIOSIS PREVIEWS 



C DOCUMENTS CONSIDERED TO BE RELEVANT 



Category* 



Citation of document, with indication, where appropriate, of the relevant passages 



Relevant to claim No. 



A 



JP, 6-321995, A (Kirin Brewery Co., Ltd.), 
November 22, 1994 (22* 11. 94) (Family: none) 

Frey, T. et al. "Affinity purification and 
characterization of a binding protein for a 
hepta-beta qlucoside phytoalexin elicitor 
in soybean" Phytochemistry (1993) Vol. 32, 
No. 3, p. 543-550 



1-6 
1-6 



□ 

Further documents are listed in the continuation of Box C. See patent family annex. 



* Special categories of cited documents: 

"A" document defi ning the general state of the art which is not considered 
to be of particular relevance 

"E" earlier document but published on or after the international filing date 

"L" document which may throw doubts on priority claim(s) or which is 

cited to establish the publication date of another citation or other 

special reason (as specified) 

"O" document referring to an oral disclosure, use, exhibition or other 
means 

"P" document published prior to the international filing date but later than 
the priority date claimed 



T* later document published after t be international Cling dateorpriortty 
date and not in conflict with the application but cited to understand 
the principle or theory underlying the invention 

M X M document of particular relevance; the claimed invention cannot be 
considered novel or cannot be considered to involve an inventive 
step when the document is taken alone 

"Y" document of particular relevance; the claimed invention cannot be 
considered to involve an inventive step when the document is 
combined with one or more othersuch documents, such combination 
being obvious to a person skilled in the art 

document member of the same patent family 



Date of the actual completion of the international search 
September 5, 1995 (05. 09. 95) 



Date of mailing of the international search report 

September 26, 1995 (26. 09. 95) 



Name and mailing address of the ISA/ 

Japanese Patent Office 
Facsimile No. 



Authorized officer 



Telephone No. 



Form PCT/ISA/210 (second sheet) (July 1992) 



BNSDOC1D: <WO 9535371 A1_l_:> 



THIS PAGE BLANK (uspto) 



% m & n & 



Int. Zt* C12N15/U, 


C07K1 4/7 0 5 


. C 1 2N5/1 0 


B. m&t'ititcftff 


WS*fr-o*:*/NE«*4 (BRW$i*#JK (IPC) ) 

Int. CIS C12N15/12, 


C07K1 4/7 0 5 


. C 1 2N5/1 0 



mmmm^r pct/jp 9 5 / 01 206 



CAS ON L I NE , 

WPI.WPI/L . BIOSIS PREVIEWS 



P,X 
A 



JP, 6-3 2 1 99 5, A ( «||Xaifc5C*«fc ) » 
22. 1U # 1 99 4 ( 22. 1 1. 9 4 ) ( 7 r 5 9 



Frey . T» et al. TAffinity purification and 
characterization of a binding protein for a 
hepta-beta qlucoaide pkytoalexin elicitor 
In soybeanj Phy tochemi at ry ( 1 9 9 3 ) 
S3 2« .S3H| p. 543 — 550 



1 — 6 
1 — 6 



Hft4:<Z\ t^tS J: ^ Tii^t± 



a&«£££7L*:B 

0 5. 



0 9. 9 5 



mmm&n&oft&u 2 6. 0 9. 9-5 



B *@#l^ff (ISA/JP) 
l o o 



X I % Z 1 

03-3581-I I0I ftift 



4 B 



9 2 8 1 



3 4 4 9 



»^PCT/ISA/2 10 (Sg2^-^) (1 9 9 2^7fl) 



BNSDOCID: <WO_ 



_9535371A1J_> 



(19) 



J 



EuropSisches Patentamt 
European Patent Office 
Office europeen des brevets 



(11) 



EP 0 727 488 A1 



(12) 



EUROPEAN PATENT APPLICATION 

published in accordance with Art. 158(3) EPC 



(43) Date of publication: 

21.08.1996 Bulletin 1996/34 

(21) Application number: 95921978.3 

(22) Date of filing: 16.06.1995 



(51) Int. CI. 6 : C12N 15/12, C07K 14/705, 
C12N 5/10 

(86) International application number: 
PCT/JP95/01206 

(87) International publication number: 

WO 95/35371 (28.12.1995 Gazette 1995/55) 



(84) 


Designated Contracting States: 


• UMEMOTO, Naoyuki 




AT BE CH DE DK ES FR GB GR IE IT U LU MC NL 


Kirin Beer K. K. Kiban Gijutsu 




PTSE 


Yokohama-shi Kanagawa 236 (JP) 






• ISHIDA, Isao 


(30) 


Priority: 17.06.1994 JP 136100/94 


Kirin Beer K. K. Kiban Gijutsu 






Yokohama-shi Kanagawa 236 (JP) 


(71) 


Applicant: KIRIN BEER KABUSHIKI KAISHA 


• IWAMATSU, Akihiro 




Chuo-Ku, Tokyo 104 (JP) 


Kirin Beer K. K. Kiban Gijutsu 


(72) 


Inventors: 


Yokohama-shi Kanagawa 236 (JP) 




YOSHIKAWA, Masaaki +di 


(74) Representative: Kolb, Helga, Dr. Dipl.-Chem. et al 




-(JP) 


Hoffmann, Eitle & Partner, 


• 


KAKITANI, Makoto 


Patent-und RechtsanwSlte, 




Kirin Beer K. K. 


Arabellastrasse 4 




Kiban Gijutsu 


81925 Munchen (DE) 




Yokohama-shi Kanagawa 236 (JP) 



(54) GLUCAN ELICITOR RECEPTOR AND DNA CODING FOR THE SAME 

(57) A glucan elicitor receptor having substantially 
the amino acid sequence represented by SEQ ID NO: 1 
in the Sequence Listing; a DNA or a fragment thereof 
containing a base sequence coding for the glucan elici- 
tor receptor having substantially the amino acid 
sequence represented by SEQ ID NO: 1 in the 
Sequence Listing; a DNA or a fragment thereof inte- 
grated into plasmid pER 23-1 and containing a base 
sequence coding for the glucan elicitor receptor; a vec- 
tor containing the DNA or the fragment thereof; and a 
plant cell containing the DNA or the fragment thereof 
incorporated thereinto. 
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Description 

TECHNICAL FIELD 

5 The present invention relates to glucan elicitor receptor (hereinafter sometimes referred to as "ER"), DNA mole- 

cules coding for ER, vectors containing the DNA molecules and plant cells transformed with the DNA molecules. The 
present invention relates more specifically to ER derived from a soybean root plasma membrane fraction, DNA mole- 
cules coding for ER, vectors containing the DNA molecules and plant cells transformed with the DNA molecules. 

10 BACKGROUND ART 

It is known that plants synthesize and accumulate an antibiotic agent called phytoalexin in response to infection 
with pathogens (M. Yoshikawa (1 978) Nature 257: 546). Some plant pathogens were found to have the substances that 
induce them to perform such a resistance reaction (N.T Keen (1975) Science 187: 74), which are called "elicitors". The 
is biochemical process from the infection of plants with pathogens to the synthesis and accumulation of phytoalexin is 
believed to be as follows: 

When the mycelium of a pathogen invades a plant cell, glucanase in the plant cell works so as to cleave polysac- 
charides on the surface of the pathogen mycelial wall, thereby liberating an elicitor. If the elicitor binds to a receptor in 
the plant cell, a second messenger which plays a role in signal transduction is produced. The signal transduction sub- 

20 stance is incorporated in the nucleus of the plant cell and activates the transcription of the genes coding for phytoalexin 
synthesize enzymes to induce a phytoalexin synthesis. At the same time, the phytoalexin degradation is inhibited. As a 
result, phytoalexin is efficiently accumulated. 

Phytoalexin playing an important role in the resistance of soybean is called glyceollin and its structure has been 
determined (M. Yoshikawa et aL (1978) Physiol. Plant. Pathol. 12: 73). Elicitor is a polysaccharide of glucose and 

25 reported to be a glucan having p-1,6 and p-1,3 linkages (J.K. Sharp et al. (1984) J. Biol. Chem. 259: 11321, M. 
Yoshikawa (1990) Plant Cell Technology 1 .2: 695). A specific receptor for glucan elicitor derived from a soybean path- 
ogenic mold fungus Phytophthora meaasperma f. sp. ql ycinea is believed to be a protein which plays an important role 
in the synthesis and accumulation of the antibiotic agent glyceollin. The method for the purification of the ER specific to 
this elicitor has been disclosed (E.G. Cosio et al., (1 990) FEBS 264: 235, E.G. Cosio et al. (1 992) Eur. J. Biochem. 204: 

30 1115, T.Frey et al. (1 993) Phytochemistry 32: 543). However, the amino acid sequence of the ER has not been deter- 
mined and the gene coding therefor is not yet known. 

An object of the present invention is to provide a glucan elictor receptor. 

Another object of the present invention is to provide DNA molecules coding for the glucan elicitor receptor. 
A further object of the present invention is to provide vectors containing DNA molecules coding for the glucan elic- 
35 itor receptor. 

A still further object of the present invention is to provide plant cells transformed with DNA molecules coding for the 
glucan elicitor receptor. 

DISCLOSURE OF THE INVENTION 

40 

As a result of the various studies conducted to solve the above problems, the inventors succeeded in purifying a 
soybean root-derived ER and cloning the ER gene from a soybean cDNA library, thereby accomplishing the present 
invention. The present invention provides a glucan elicitor receptor having an amino acid sequence as substantially 
shown in SEQ ID NO:1. The present invention also provides DNA molecules containing nucleotide sequences coding 
45 for a glucan elicitor receptor having an amino acid sequence as substantially shown in SEQ ID NO:1, and fragments 
thereof. The present invention further provides DNA molecules containing nucleotide sequences coding for the glucan 
elicitor receptor which are incorporated in plasmid pER23-1, and fragments thereof. The present invention still further 
provides vectors containing DNA molecules coding for the glucan elicitor receptor and plant cells transformed with DNA 
molecules coding for the glucan elicitor receptor. 

so 

BRIEF DESCRIPTION OF THE DRAWINGS 

Figure 1 shows SDS-polyacrylamide gel electrophoresis patterns of three purification steps. 
Figure 2 shows the maps of plasmids pER23-1 and pER23-2. 
55 Figure 3 shows the procedure for constructing plasmid pKV1 -ER23. 

Figure 4 shows a transient increase in intracellular Ca 2+ concentration after the addition of an elicitor to cultured 
soybean cells. 

Figure 5 shows a transient increase in intracellular Ca 2+ concentration after the addition of an elicitor to trans- 
formed cultured tobacco cells. 
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Figure 6 shows elicitor-binding activities of full- or partial length ER expressed in E. coH. 

Figure 7 shows the inhibition of the binding of an elicitor with an elicitor binding protein in a soybean cotyledon 
membrane fraction by an antibody against an elicitor-binding domain. 

Figure 8 shows the inhibition of an elicitor-induced phytoalexin accumulation in soybean cotyledons by an antibody 
5 against an elicitor-binding domain. 

PREFERRED EMBODIMENTS OF CARRYING OUT THE INVENTION 

The glucan elicitor receptor of the present invention is a protein having a function as a receptor for glucan elicitors 
io derived from plant phatogens, particularly Phytophthora. More specifically, it is a protein which binds to the glucan elic- 
itor produced by the cleavage of parts of the pathogen mycelial wall with p-1,3-glucanase in plant cells at the time of 
invasion of plant pathogens, particularly microorganisms belonging to genus Phytophthora and which subsequently 
orders the microsomes and nucleus to produce an increased amount of phytoalexin in the plant cells. The glucan elicitor 
receptor of the present invention have an amino acid sequence as substantially shown in SEQ ID NO:1. The "amino 
75 acid sequence as substantially shown in SEQ ID NO:1" includes amino acid sequences as shown in SEQ ID NO: 1 in 
which there may be the deletion, replacement or addition of an amino acid(s), provided that they maintain the function 
of a glucan elicitor receptor. 

The glucan elicitor receptor of the present invention can be produced, for example, by a partially modified Cosio's 
method (E.J.B. (1992) 204: 1115). Briefly, the roots, leaves and stems of soybean, preferably variety green homer are 

20 homogenized and a membrane fraction is collected from the resulting slurry, purified by ion-exchange chromatography 
and further purified by affinity chromatography using an elicitor as a ligand. The elicitor used in the affinity chromatog- 
raphy is preferably derived from Phytophthora megasperma f. sp. glycinea race 1 (ATCC34566) because it shows 
incompatibility for green homer (i.e., resistance to the pathogen). 

The amino acid sequence of the glucan elicitor receptor thus prepared can be determined as follows: 

25 The purified ER is transferred on a PVDF membrane (Millipore Co.) by electroblotting and digested with lysylen- 
dopeptidase (AP-I). The fragmented peptides are recovered from the PVDF membrane and fractionated by reversed- 
phase HPLC (n-Bondasphere 5 ji C8). The peak fractions are analyzed with a gas-phase protein sequencer (Applied 
Biosystems Co.). 

The ER of the present invention is useful in the elucidation of resistance mechanism of plants to fungi and the 
30 development of elicitor derivatives capable of inducing resistance to fungi, and it can be used as an antigen for the pro- 
duction of antibodies against ERs. 

The present invention encompasses DNA molecules containing nucleotide sequences coding for a glucan elicitor 
receptor, and fragments thereof. The DNA molecules of the present invention have preferably at least one stop codon 
(e.g., TAG) adjacent to the 3* end. 
35 More specifically, the present invention encompasses DNA molecules containing nucleotide sequences coding for 
a glucan elicitor receptor having an amino acid sequence as substantially shown in SEQ ID NO: 1 , and fragments 
thereof. The "DNA molecules containing nucleotide sequences coding for a glucan elicitor receptor" include all degen- 
erate isomers. The term "degenerate isomers" means DNA molecules coding for the same polypeptide with different 
degenerate codons. If a DNA molecule having the nucleotide sequence of SEQ ID NO:2 is taken as an example, a DNA 
40 molecule in which a codon for any amino acid, e.g., AAC for Asn is changed to a degenerate codon AAT is called a 
degenerate isomer. Examples of such degenerate isomers include DNA molecules containing the nucleotide sequence 
shown in SEQ ID NO: 2. 

In another aspect, the present invention provides DNA molecules containing nucleotide sequences coding for a 
glucan elicitor receptor, which are incorporated in plasmid pER23-1, and fragments thereof. E,. coH DH5a EKB633 
45 transformed with plasmid pER23-1 was deposited with the National Institute of Bioscience and Human-Technology, the 
Agency of Industrial Science and Technology, on June 15, 1994 under Accession Number FERM BP-4699. 

The fragments of the DNA molecules containing nucleotide sequences coding for the glucan elicitor receptor of the 
present invention may contain a nucleotide sequence encoding the amino acid sequence of SEQ ID NO:1 . 

The DNA molecules of the present invention which contain nucleotide sequences coding for a glucan elicitor recep- 
so tor and fragments thereof may optionally bind to an ATQ codon for initiation methionine together with a translation frame 
in the upstream portion toward the 5' end and also bind to other DNA molecules having appropriate lengths as non- 
translation regions in the upstream portion toward the 5' end and the downstream portion toward the 3' end. 

The DNA molecules of the present invention which contain nucleotide sequences coding for a glucan elicitor recep- 
tor and fragments thereof can be present typically in the form of parts of constituents of plasmid or phage DNA mole- 
55 cules or in the form of parts of constituents of plasmid, phage or genomic DNA molecules which are introduced into 
microorganisms (particularly, bacteria including E, coli and Aarobacterium) . phage particles or plants. 

In order to express stably the DNA molecules coding for a glucan elicitor receptor and fragments thereof in plants, 
a promoter, a DNA molecule (ATG) encoding the initiation codon and a terminator may be added to the DNA molecules 
of the present invention and fragments thereof in appropriate combinations. Examples of the promoter include the pro- 
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moter of genes encoding ribulose-1,5-biphosphate carboxylase small subunit (Ruhr et al., Proc. Natl. Acad. Sci. USA 
(1986) 83: 2358), the promoter of a nopaline synthase gene (Langridge et al., Plant Cell Rep. (1985) 4:355), the pro- 
moter for the production of cauliflower mosaic virus 19S-RNA (Guilley et al., Cell (1982) 30:763), the promoter for the 
production of cauliflower mosaic virus 35S-RNA (Odell et al., Nature (1985) 313:810) and the like. Examples of the ter- 
minator include the terminator of a nopaline synthase gene (Depicker et al., J. Mol. Appl. Gen. (1982) 1:561) and the 
terminator of an octopine synthase gene (Gieien et al., EM BO J. (1984) 3:835). 

The DNA molecule containing a nucleotide sequence coding for a glucan elicitor receptor can be obtained by a 
method comprising the steps of chemically synthesizing at least a part of the DNA molecule according to a conventional 
procedure of synthesis of nucleic acids and obtaining a desired DNA molecule from an appropriate cDNA library using 
the synthesized DNA molecule as a probe by a conventional method, for example, an immunological method or a 
hybridization method. Some plasmids, various kinds of restriction enzymes, T4DNA ligase and other enzymes for use 
in the above method are commercially available. The DNA cloning, the construction of plasmids, the transfection of a 
host, the cultivation of the transfectant, the recovery of DNA molecules from the culture and other steps can be per- 
formed by the methods described in Molecular Cloning, J. Sambrook et al., CSH Laboratory (1989), Current Protocols 
in Molecular Biology, F. M. Ausubel et al., John Wiley & Sons (1987) and others. 

More specifically, the DNA molecules of the present invention which contain nucleotide sequences coding for a glu- 
can elicitor receptor can be obtained as follows: 

Two kinds of partial amino acid sequences are selected from the amino acid sequences of a glucan elicitor recep- 
tor. Primers consisting of combinations of all bases which can encode the C terminus of the selected partial sequence 
and primers consisting of combinations of all bases which can encode the N terminus of the selected partial sequence 
are prepared. These synthesized primers are used as mixed primers to perform two PCR using DNA molecules of an 
appropriate soybean cDNA library as a template. Subsequently, two amplified fragments of given lengths whose ampli- 
fication is expected (these fragments correspond to DNA molecules encoding the above two partial amino acid 
sequences) are picked up and the nucleotide sequences thereof are determined. On the basis of the determined nucle- 
otide sequences, a primer having nucleotide sequences coding for the C terminus of an amino acid partial sequence 
positioned at the C terminal side of the glucan elicitor receptor and a primer having nucleotide sequences coding for the 
N terminus of an amino acid partial sequence positioned at the N terminal side of the glucan elicitor receptor are syn- 
thesized. These two synthesized primers are used to perform a PCR using the DNA molecules of the above soybean 
cDNA library as a template. The resulting amplified fragments are used as probes to hybridize the aforementioned soy- 
bean cDNA library, thereby yielding DNA molecules containing nucleotide sequences coding for the glucan elicitor 
receptor. 

The obtained DNA molecules containing nucleotide sequences coding for the glucan elicitor receptor can be 
sequenced by any known methods, for example, the Maxam-Gilbert method (Methods Enzymol., 65:499, 1980), a dide- 
oxynucleotide chain termination method using M1 3 phage (J. Messing, et al., Gene, 19:269, 1982) and the like. 

Since the results of various studies on glucan elicitor suggest that a glucan elicitor receptor plays an important role 
in resistance to fungi in plants, it is expected that the DNA molecules coding for glucan elicitor receptor of the present 
invention and fragments thereof can impart fungal resistance to plants if they are introduced and expressed in plant 
cells (particularly higher plant cells) which have no glucan elicitor receptor according to a conventional procedure. It has 
been proposed that fungi capable of infecting plants have generally suppressors, thereby acquiring an ability to sup- 
press the fungal resistance of the plants. It is expected that new plants having resistance to fungi can be developed by 
introducing and expressing the DNA molecules coding for glucan elicitor receptor of the present invention and frag- 
ments thereof such that the ER works or by modifying the DNA molecules and fragments thereof or by regulating their 
expression amounts. Moreover, if the DNA molecules of the present invention and fragments thereof are introduced and 
expressed in plant cells, particularly in higher plant cells, together with fungal resistance enhancing genes or characters 
such as the gene of glucanase which imparts fungal resistance to plants, it is expected that higher fungal resistance 
can be imparted to plants than in the case where the gene of glucanase is introduced. 

Vectors used for introducing the DNA molecules coding for the glucan elicitor receptor and fragments thereof may 
be constructed such that the glucan elicitor receptor can be stably expressed in plants. More specifically, a promoter, a 
DNA molecule encoding the initiation codon (ATG) and a terminator may be added to the DNA molecules coding for the 
glucan elicitor receptor and fragments thereof in appropriate combinations. Examples of the promoter include the pro- 
moter of genes encoding ribulose-1 ,5-biphosphate carboxylase small subunit (Ruhr et al.. Proc. Natl. Acad. Sci. USA 
(1986) 83:2358), the promoter of a nopaline synthase gene (Langridge et al., Plant Cell Rep. (1985) 4: 355), the pro- 
moter for the production of cauliflower mosaic virus 19S-RNA (Guilley et al., Cell (1982) 30:763), the promoter for the 
production of cauliflower mosaic virus 35S-RNA (Odell et al., Nature (1985) 313:810) and the like. Examples of the ter- 
minator include the terminator of a nopaline synthase gene (Depicker et al., J. Mol. Appl. Gen. (1982) 1:561) and the 
terminator of an octopine synthase gene (Gieien et al., EMBO J. (1984) 3:835). 

The DNA molecules coding for a glucan elicitor receptor and fragments thereof can be introduced into plant cells 
by any usual known methods, for example, the method described in "Plant genetic transformation and gene expression; 
a laboratory manual", J. Draper, et al. eds., Blackwell Scientific Publications, 1988. Examples of the methods include 
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biological methods such as those using viruses or Agrobacteria and physicochemical methods such as electroporation, 
a polyethylene glycol method, microinjection and the like. 

The present invention will now be explained in greater detail with reference to the following examples which are by 
no means intended to limit the scope of the present invention. 

5 

Example 1 

Purification of soybean root-derived ER 

10 1) Measurement of glucan elicitor binding activity of ER 

A complex of an elicitor (average molecular weight: 10,000) and tyramine (TOKYO KASEI KOGYO CO., LTD.) was 
synthesized by the method of Jong-Joo Cheong (The Plant Cell (1991) 3: 127). The elicitor-tyramine complex was 
labelled with iodine using chloramine T 

is A sample (protein amount < 500 jliq> was suspended in 500 jutl of an assay buffer (50 mM Tris-HCI pH7.4, Q1M 
saccharose, 5 mM MgCI 2 , 1mM PMSF and 5 mM EDTA) and incubated at 0°C for 2 hours. The iodine-labelled elicitor- 
tyramine complex in an amount of 7.0 nM (70 Ci/mmol, the number of moles is calculated on the assumption that the 
molecular weight of the elicitor is 1 0,000, and this applies to the following description) was added to the suspension and 
the mixture was incubated at 4 °C for 2 hours. The reaction solution was filtered through Whatman GF/B as treated with 

20 a 0.3% aqueous solution of polyethylene imine for at least 1 hour. The residue was washed 3 times with 5 ml of an ice- 
cold buffer (10 mM Tris-HCI pH 7.0, 1 M NaCI, 10 mM MgCI 2 ). The radio activity retained on the filter was counted with 
a gamma counter (count A). In order to eliminate the effect of non-specific binding, the same procedure as above was 
performed except that 1 7 nM of the elicitor was added to the same sample, the mixture was suspended in the assay 
buffer and the suspension was incubated at 0 °C for 2 hours. The obtained count was subtracted from the count A to 

25 give a count (A cpm) of elicitor-specif ic binding. The resulting count (A cpm) was divided by the total number of counts 
and then multiplied by the total amount of elicitor used in the experiment to calculate the amount of the elicitor-binding 
protein (in moles). 

The purity of ER was checked by the above method. 

30 2) Purification of soybean root-derived ER 

Soybean (Glycine max cv. Green Homer) seeds (Takayama Seed Co.) were cultured on vermiculite for 1 week and 
then aquicultured for 15 days to harvest roots (about 40 kg, wet weight). The harvested roots were stored at -80 °C until 
they were used for the purification of ER. An ice-cold buffer (25 mM Tris-HCI pH 7.0, 30 mM MgCI 2 , 2 mM dithiothreitol, 

35 2.5 mM potassium metabisulfite and 1 mM PMSF) was added to the roots (2 kg, wet weight) in an amount of 1 .25 L and 
the mixture was homogenized with a Waring Blender for 2 minutes. 

The resulting slurry was filtered through a Miracloth (Calbiochem Co.) and the filtrate was centfrfuged at 9,000 rpm 
at 4 °C for 15 minutes. The supernatant was ultracentrifuged at 37,000 rpm at 4°C for 20 minutes. The precipitate was 
suspended in 160 ml of an ice-cold buffer (25 mM Tris-HCI pH 7.4, 0.1 M sucrose, 5 mM MgCI 2 . 1 mM PMSF and 5 mM 

40 EDTA) to give a membrane fraction. An ampholytic detergent 2W3-12 (Boehringer Co.) was added to the membrane 
fraction to give a final concentration of 0.25% for solubilization of ER from the membrane fraction and the mixture was 
stirred at 8 °C for 30 minutes. The resulting mixture was ultracentrifuged at 37,000 rpm at 4 °C for 20 minutes to collect 
the supernatant containing the solubiiized ER (soluble fraction). The soluble fraction (165 ml) was dialyzed against 2 I 
of a buffer (50 mM Tris-HCI pH 8.0, 0.2% 2W3-1 2, 4 °C) 4 times. Five milliliters of Protrap (TAKARA SHUZO CO., LTD.) 

45 was added to the sample and the mixture was stirred at 8 °C for 30 minutes to remove proteases from the sample and 
to stabilize ER. The resulting mixture was centrifuged at 2,800 rpm at 4 °C for 2 minutes to collect the supernatant. The 
obtained supernatant (160 ml) was concentrated to about 50 ml using an ultrafiltration membrane YM-10 (Amicon Co.) 
and the concentrate was dialyzed against an A buffer (50 mM Tris-HCI pH 8.0, 0.1 M sucrose, 5 mM MgCI 2 , 1 mM 
PMSF, 5 mM EDTA and 0.2% 2W3-12, 4 °C). 

so The dialysate was applied to Q-Sepharose HP 26/1 0 (Pharmacia Co.) and ER was eluted in a linear gradient of 0- 
1 M NaCI (Q-Sepharose active fraction). The ER was eluted at a NaCI concentration of about 0.45 M. The Q-Sepharose 
active fraction was diluted 3 folds with A buffer and the diluted fraction was applied to Mono O 10/10 (Pharmacia Co.). 
The ER was eluted in a linear gradient of 0-1 M NaCI (Mono Q active fraction, 8 ml). The ER was eluted at a NaCI con- 
centration of about 0.25 M. 

55 The ER was purified with an affinity gel using an elicitor as a ligand as follows: 

Elicitor was prepared according to N.T Keen with some modifications (Plant Physiol. (1 983) 71 : 460, Plant Physiol. 
(1983) 71 : 466). Briefly, the mycelial wall of pathogenic Phvtophthora meqasoerma f . sp. alvcinea race 1 (ATCC34566) 
was treated with zymolyase 100T (KIRIN BREWERY CO., LTD.) to liberate an elicitor. After the treatment, Zymolyase 
100T was eliminated by the adsorption on CM-cellulose packed in a column. The resulting passage-through fraction 
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was purified with a gel permeation chromatography G-75 (Pharmacia Co.) to collect an elicitor fraction whose average 
molecular weight was 1 0,000 Da. The glyceollin-inducing elicitor activity of the collected fraction was determined by the 
method of M. Yoshikawa (Nature (1978) 257:546). The addition of 8 ng of the elicitor to soybean cotyledons resulted in 
the induction of about 550 \ig of glyceollin after 24 hours incubation. 

In order to eliminate non-specific adsorption on the gel carrier, Mono Q active fraction was collected and stirred with 
about 33 mg of maltose-coupled glass gel (bed volume: about 100 at 8 °C for 1 hour. The gel was precipitated by 
centrifugation (1 ,000 rpm, 4 °C, 2 minutes) to collect the supernatant (maltose-coupled glass gel passage-through frac- 
tion). The maltose-coupled glass gel was prepared by the method of A.M. Jeffrey et al. (Biochem. Biophys. Res. Com- 
mun. (1975) 62: 608). Briefly, 120 mg of maltose and 6 g of Glass Aminopropyl (Sigma Co.) were suspended in 36 ml 
of H 2 0 and the suspension was stirred at room temperature overnight. To the resulting suspension was added 36 ml of 
ethanol. Immediately thereafter a solution of sodium borohydride (864 mg) in ethanol (72 ml) was added to the mixture. 
The resulting mixture was sonicated for 2 minutes and stirred at room temperature for 5 hours. Water (288 ml) was 
added to the reaction mixture and the resulting mixture was cooled with ice and adjusted to pH 5.6 with acetic acid. The 
gel was washed with about 1.8 L of H 2 0 to remove the free maltose. Maltose contained in the washing solution was 
determined quantitatively by the method of J. H. Roe (J. Biol. Chem. (1955) 212:335) using an anthrone reagent. An 
amount of the gel-coupled maltose was estimated from the amount of the maltose contained in the washing solution. 
As a result, it was found that 60 mg of maltose was coupled to 6 g of Glass Aminopropyl. 

About 17 mg of the elicitor-coupled glass gel (bed volume: about 50 julI) was added to 8 ml of the maltose-coupled 
glass gel passage-through fraction and the mixture was stirred gently at 8 °C overnight. The gel was collected by cen- 
trifugation (1 ,000 rpm, 4 °C, 2 minutes) and washed with 2 bed volumes of A buffer 2 times. The gel was washed addi- 
tionally with 4 bed volumes of 0.1% SDS 3 times to collect gel-coupled ER (elicitor-coupled glass gel eluted fraction). 
The elicitor-coupled glass gel was prepared by the method of A.M. Jeffrey et al. (Biochem. Biophys. Res. Commun. 
(1975) 62: 608). Briefly, elicitor (37 mg) and Glass Aminopropyl (490 mg) were suspended in 6 ml of H 2 0 and stirred at 
room temperature overnight. Ethanol (6 ml) was added to the suspension and a solution of sodium borohydride (144 
mg) in ethanol (12 ml) was added immediately thereafter. The mixture was sonicated for 2 minutes and stirred at room 
temperature for 5 hours. To the resulting mixture was added 48 ml of H 2 0. The mixture was cooled with ice and adjusted 
to pH 5.6 with acetic acid. The free elicitor was determined quantitatively with an anthrone reagent. The amount of the 
gel-coupled elicitor was estimated from the amount of the free elicitor contained in the washing solution. As a result, it 
was found that 34 mg of the elicitor was coupled to 490 mg of Glass Aminopropyl. 

The protein and ER amounts in the above steps for purification are summarized in Table 1 . 



Table 1 



Protein and ER Amounts in the Steps for Purification (Soybean roots weighing 40 kg on 
a wet basis were used as a starting material) 




Protein (mg) 


ER (pmol) 


Membrane Fraction 


17900 


30 


Soluble Fraction 


2000 


214 


Q-Sepharose Active Fraction 


190 


205 


Mono Q Active Fraction 


49 


233 


Maltose-Coupled Glass Gel Passage-through Fraction 


45 


220 


Elicitor-Coupled Glass Gel Eluted Fraction 


0.004* 


45 



: Estimated from the band intensity obtained by silver stain after SDS-PAGE. 



The Mono Q active fraction, passage-through fraction from maltose-coupled glass gel and eluted fraction from elic- 
itor-coupled glass gel (10 \i\ each) were electrophoresed on an electrophoretic gradient gel, SDS-PAGE plate 10/20 
(Daiich Kagaku Yakuhin Co.) and stained with silver (Daiich Kagaku Yakuhin Co.) The electrophoresis patterns are 
shown in Figure 1. In Figure 1, lane 1 is the Mono Q active fraction, lane 2; the passage-through fraction from the mal- 
tose-coupled glass gel and lane 3; the eluted fraction from the elicitor-coupled glass gel. Figure 1 shows that the ER 
bands were detected at a molecular weight of about 70,000 Da. 

The protein of about 70,000 in molecular weight was labelled with iodine-125 by using an 125 l-labelled complex of 
a photoaffinity reagent SASD (Pierce Co.) and the elicitor. The SDS-PAGE band of the membrane fraction was trans- 
ferred on a PVDF membrane by western blotting and incubated with the same 125 Mabelled elicitor as used in measur- 
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ing the elicitor-binding activity of ER on the PVDF membrane so that the protein of about 70,000 Da in molecular weight 
was labeled with iodine-125. These facts reveal that the protein of about 70,000 Da in molecular weight had an elicitor- 
binding activity. 

About 4 \iq of ER was purified from about 40 kg by wet weight of the soybean root by the above method. 

5 

3) Analysis of ER-fragmented peptides 

The ER was fragmented by protease digestion to peptides. The amino acid sequences of the fragmented peptides 
were determined by the method of Iwamatsu (Akihiro iwamatsu. Seikagaku (1 991 ) 63: 139, A. Iwamatsu, Electrophore- 

w sis (1992) 13: 142). A solution of the ER purified by the above method was concentrated to about 100 \i\ with Centricon- 
30 (Amicon Co.) and subjected to a 10-20% polyacrylamide SDS electrophoresis. The resulting protein bands were 
transferred on a PVDF membrane (Millipore Co.) with an electroblotting apparatus (Sartrius Co.). The bands transferred 
on the PVDF membrane were stained with 0.1% Ponceau S (Sigma Co.)/1% acetic acid. The main band of 70,000 Da 
in molecular weight was sectioned and decolored with 0.5 mM NaOH. This band was reductively S-carboxymethlated. 

15 Lysylendopeptidase (AP-1) was added to the resulting band at an enzyme:substrate (mol:mol) ratio of 1 :100 and the 
mixture was reacted at 30 °C for 16 hours. The resulting fragmented peptides were applied to a jm-Bondasphere 5 \i C8- 
300 A (2.1 x 150 mm, Waters) column equilibrated with 98% solvent A and 2% solvent B and eluted in a 2-50% linear 
gradient of solvent B for 30 minutes at a flow rate of 0.25 ml/minute (solvent A: 0.05% TFA solution, solvent B: 0.02% 
TFA in 2-propanol:acetonitrile=7:3 (v/v)). Eluted peptides were detected by absorbance at 21 4 nm and each peak frac- 

20 tion was collected manually. The obtained peak fractions were analyzed with a gas-phase protein sequencer (Model 
470A of Applied Biosystems). As a result of analysis of all the peak fractions obtained, the following amino acid 
sequences of the fragmented peptides were clearly determined. 

#1 : Val Asn lie Gin Thr Asn Thr Ser Asn He Ser Pro Gin (N-terminus) 

25 #5: Lys Ser lie Asp Gly Asp Leu Val Gly Val Val Gly Asp Ser 

#6: Lys Tyr Lys Pro Gin Ala Tyr Ser lie Val Gin Asp Phe Leu Asn Leu Asp 

#7: Lys Thr Asp Pro Leu Phe Val Thr Trp His Ser lie Lys (mix sequence) 

Example 2 

30 

Cloning of soybean ER gene 

1) Preparation of soybean mRNA 

35 Soybean (Glycine max cv. Green Homer) seeds (Takayama Seed Co.) were cultured on vermiculite for 1 week and 
aquicultured for 15 days to harvest roots (about 40 kg, wet weight). A portion of the harvested roots was stored at -80°C 
until it was used. Total RNA was obtained by the method of Ishida (Cell Technology Laboratory Manipulation Manual, 
Kodansha Scientific). Briefly, the stored roots (28.5 g, wet weight) were ground on a mortar while adding liquid nitrogen. 
To the obtained powder, 35.6 ml of a GTC solution held at 65°C was added and the mixture was homogenized with a 

40 Waring Blender. The resulting suspension was centrifuged at 6,000 rpm at room temperature for 15 minutes to collect 
40 ml of the supernatant. The supernatant was layered gently on a cushion solution of cesium in a centrifuge tube and 
centrifuged at 35,000 rpm at 25 °C for 20 hours. The resulting precipitate was dissolved in 9 ml of TE/0.2% SDS. After 
phenol/chloroform extraction was conducted 2 times, total RNA (4.37 mg) was recovered by ethanol precipitation. 
The obtained total RNA (2.2 mg) was purified with oligotex dT30 (Japan Roche Co.) according to the manual to 

45 yield 60 ng of poly(A) +RNA. 

2) Preparation of soybean cDNA library 

cDNA molecules were synthesized from 5 \ig of the poly(A)+RNA with a cDNA synthesis kit (Pharmacia Co.) 

so according to the manual. The synthesized cDNA fragments were ligated to lambda phage vector X gt10 (Stratagene 
Co.) with T4 ligase (TAKARA SHUZO CO.. LTD.). Gigapack (Stratagene Co.) was used to package a DNA mixture into 
the phage particles to prepare a soybean cDNA library of about 1.5 x 10 6 pfu. The library was amplified to 160 ml of a 
soybean cDNA library of 1.6 x 10 11 pfu/ml. 

Total DNA in the cDNA library was prepared as follows: 

55 Chlorofbrm/isoamylalcohol (24:1) was added to 500 \i\ of a phage solution (1 .6 x 10 11 pfu/ml) in an equal amount. 
The mixture was shaken for 30 seconds and centrifuged to collect the aqueous layer. The aqueous layer was extracted 
again with chloroform/isoamylalcohol (24:1). To the resulting aqueous layer were added 5 \i\ of a 3 M sodium acetate 
solution (pH 5.4) and 125 (al of ethanol and the mixture was centrifuged to collect the precipitate. The precipitate was 
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washed with a 70% ethanol solution and dissolved in a 10 mM Tris-HCI solution (pH 8) containing 1 jug/ml RNase A 
(Sigma Co.). This solution was used as a PCR template. 

3) Amplication and Cloning of Soybean ER cDNA Fragments by PCR 

5 

The following four oligodeoxynucleotides (mixed primers U5, U7, U10 and U12) were synthesized with an auto- 
matic nucleic acid synthesizer (Model 394 of Applied Biosystems Co.) on the basis of the amino acid sequences of the 
fragmented peptides obtained in Example 1 (#5 and #6): 

10 Primer U5 5'-AARAGYATHGAYGGNGA-3' 

Primer U7 5-WRTCNCCNACNAC-3' 

Primer U10 5'-GTNAAYAARATNCARAC-3' 

Primer U12 5'- A R RTTN AG R AA RTC YTC -3 ' 

15 (R:A/G, Y:C/T, W:A/T, H:A/C/T, N:A/G/T/C) 

The total DNA in 0.5 \iq of the cDNA library was dissolved in 79 \i\ of distilled water. Either a combination of primers 
US and U7 or a combination of primers U10 and U12 (100 pmol each) and 0.5 }i\ of Taq DNA polymerase (TAKARA 
SHUZO CO., LTD.) were added to 8 jjiI of 2.5 mM dNTP in 10 ^il of a 10 x PCR buffer (attached to Taq DNA polymerase 
of TAKARA SHUZO CO., LTD.) to give a final amount of 100 PCR reaction was performed with a Gene Amp PCR 

so System 9600 (Perkin-Elmer Co.) by 50 cycles of 1) denaturation at 94 °C x 30 seconds, 2) renaturation at 47°C x 30 
seconds and 3) elongation at 72 °C x 1 minute. After the reaction, 1 5 jxl of the reaction solution was electrophoresed on 
a 15% polyacrylamide gel. The gel was stained with a 0.5 |jig/ml ethidium bromide solution for 10 minutes. The bands 
showing specifically amplified fragments of 40 bp and 47 bp whose amplification was expected were sectioned while 
observing under UV light. The gel sections were ground with a plastic bar and eluted with an elution buffer (0.5 M 

25 ammonium acetate, 10 mM magnesium acetate, 1 mM EDTA and 0.1% SDS) overnight to collect a DNA-containing 
solution. 

The collected DNA fragments were cloned into plasmid pT7Blue(R) with a pT7Blue T-Vector Kit (Novagene Co.). 
The obtained plasmids p#5-1 , 2, and p#6-1 , 2, 3, 4, 5, 6, 7, 8 and 9 were sequenced with a fluorescence automatic DNA 
sequencer (Model 373A of Applied Biosystems Co.). The results showed that the resulting amplified DNA fragments 
30 other than the primers also encoded the amino acid sequences of fragmented peptides #5 and #6. 

The following two oligodeoxynucleotides (mixed primers U18 and U19) were synthesized with an automatic nucleic 
acid synthesizer on the basis of the results of the DNA sequencing. 

Primer U1 8 5'-AAGTAYAAGCCRCAAGCCTATTCA-3' 
35 Primer U19 5'-ATCGCCRACAACMCCAA-3' 

(Y and R are as defined above, M:A/C) 

The total DNA in 0.5 \iq of the cDNA library was dissolved in 79 jlxI of distilled water. A combination of primers U1 8 
and U19 (100 pmol each) and 0.5 jlxI of Taq DNA polymerase were added to 8 \i\ 2.5 mM dNTP in 10 \i\ of a 10 x PCR 
40 buffer to give a final amount of 1 00 PCR reaction was performed by 40 cycles of 1 ) denaturation at 94°C x 30 sec- 
onds, 2) renaturation at 52°C x 30 seconds and 3) elongation at 72 °C x 1 minute. Fifteen microliters of the reaction 
solution was electrophoresed on a 1% agarose gel. 

The gel was stained with a 0.5 ng/ml ethidium bromide solution for 15 minutes. The band showing a specifically 
amplified fragment of about 540 bp was sectioned while observing under UV light. The gel section was treated with 
45 Gene Clean II (Bio101 Co.) to collect a DNA-containing solution. 

The collected DNA fragment was cloned into plasmid pT7Blue(R) with a pT7Blue T-Vector Kit. The obtained plas- 
mid p#5-#6 was sequenced with a fluorescence sequencer. The results showed that the amplified DNA fragment con- 
sisted of 539 bp and encoded not only the amino acid sequences of fragmented peptides #5 and #6 at the both sides, 
but also peptide #7 in the amplified portion. 



50 



4) Screening and Cloning of Library by Hybridization 



Plasmid #5-#6 into which the ER cDNA fragment was cloned was digested with restriction enzymes Bam HI and 
Pstl. A DNA fragment of about 540 bp was recovered and used as a probe. The recovered DNA fragment was labelled 
55 with [a- P] dCTP using a Megaprime DNA labelling system (Amersham Co.) according to the manual and the reaction 
solution was used in a hybridization experiment. 

A phage of the cDNA library was infected with E coh C600 hf I (Invitrogen Co.) and inoculated in a 1 0 mg/ml MgCI 2 - 
containing L medium on plates of about 15 cm in diameter to form a total of about 1 x 10 6 of plaques. The plaques were 
blotted on a nylon membrane (Hybond-N; Amersham Co.). The membrane was reacted with the 32 P-dCTP labeled ER 
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cDNA fragment and positive phages detected by autoradiography were screened again in the same way to give about 
30 phage clones having different signal intensities. Clone X ER23 having the longest inserted DNA fragment was 
selected. 

The k phage DNA molecule was purified with a LambdaSorb (Promega Co.) from a solution of the positive clone X 
s ER23 isolated in the hybridization experiment. Ten microliters of a 10 x Eco RI cleavage buffer (restriction enzyme Eco RI 
10 U} was added to 5 ng of the DNA solution to give a total amount of 100 jil and the mixture was reacted at 37 °C over- 
night. The reaction solution was electrophoresed on a 1% agarose gel. A band of about 2.3 kb was sectioned and 
treated with a Gene Clean II (Bio101 Co.) to collect a DNA-containing solution. Vector pBluescriptll KS- (0.02 \ig) (Strat- 
agene Co.) was cleaved with restriction enzyme Eco RI. 
w After the two DNA solutions were mixed, 2 \l\ of a 10 x ligase buffer and 0.2 |il of T4 DNA ligase (TAKARA SHUZO 
CO., LTD) were added to give a total amount of 20 The mixture was reacted at 16 °C for 4 hours and the reaction 
mixture solution was used to transform E con DH5a (Gibco BRL Co.). A 2% agar plate medium was prepared with 25 
ml of an L medium containing 50 fig/ ml ampictllin, 40 \igl ml IPTG and 40 jig/ ml X-gal. The transformed B coH was 
inoculated on the agar plate medium and grown at 37°C overnight. White colonies were selected from the formed coi- 
rs onies and cultured in 3 ml of an L medium containing 50 \xgf ml ampicillin at 37 °C for 8 hours. Plasmids were recovered 
from these bacterial cells by an alkali method and determined whether they were clones into which a desired fragment 
was cloned with the restriction enzyme, thereby giving plasmids pER23-1 and pER23-2 (5225 bp) which had opposite 
orientations to the vector. The maps of plasmids pER23-1 and pER23-2 are shown in Figure 2. 

20 5) Determination of the Nucleotide Sequence of the ER-encoding Clone 

The DNA nucleotide sequences of plasmids pER23-1 and pER23-2 were determined in both orientations with a flu- 
orescence sequencer by 1) using plasmids pER23-1 and pER23-2 digested by appropriate restriction enzymes, 2) 
using appropriate primers synthesized on the basis of the information about already determined nucleotide sequences, 

25 or 3) cleaving pER23-1 with restriction enzymes Kpn l and Xho l and pER23-2 with restriction enzymes Kpn l and Clal 
and then using a kilosequence deletion kit (TAKARA SHUZO CO.. LTD) to prepare plasmids having a deletion at inter- 
vals of about 200-300 bp. The DNA nucleotide sequence is shown in SEQ ID NO: 2 of the SEQUENCE LISTING. The 
results showed that the DNA fragment contained a 667 amino acid-encoding open reading frame of 2001 bp beginning 
at a nucleotide sequence corresponding to the N-terminal sequence (fragmented peptide #1) sequenced with the 

30 amino acid sequencer. The amino acid sequence is shown in SEQ ID NO: 1 of the SEQUENCE LISTING. The amino 
acid sequence deduced from the resulting DNA nucleotide sequence was consistent with the previously determined 
amino acid sequence of the soybean ER. 

In addition, highly homologous amino acid sequences were searched for with a nucleic acid and amino acid 
sequence analysis software package (MacVector: Kodak Co.) using a nucleic acid and amino acid sequence data base 

35 (Entrez: NCBI). However, no amino acid sequences were found to be highly homologous to the heretofore known 
sequences. Hence, it is clear that the prepared ER is a novel protein. 

Example 3 

40 Expression of the Soybean ER in Tobacco Plants 

1) Construction of Plant Expression Plasmid pKV1-ER23 

As shown in Figure 3, a plant expression vector pKV1 to be used in this example was prepared from cauliflower 
45 mosaic virus 35S promoter-containing plasmid pCaP35J (J. Yamaya et al. (1 988) Mol. Gen. Genet. 21 1 :520) as follows: 
Plasmid pCaP35J was digested completely with restriction enzyme Bam HI to delete a multi-cloning site present 
upstream of the 35S promoter. Following partial digestion with Pvu.ll, a treatment was conducted with Klenow fragments 
(TAKARA SHUZO CO., LTD) to make blunt ends. The resulting plasmid DNA was circularized by ligation and introduced 
into IL coli DH5a. A desired plasmid was selected from the resulting clones. The selected plasmid was digested with 
so restriction enzyme Pstl to insert a multi-cloning site present downstream of the 35S promoter. A treatment was con- 
ducted with Klenow fragments to make blunt ends. The resulting plasmid DNA was digested with Hind III. The following 
synthetic linker DNAs were synthesized with an automatic nucleic acid synthesizer, annealed and ligated to the Hindi H- 
digested plasmid. The resulting plasmid DNA was introduced into E. coli DH5a. Desired plasmid pCaP35Y (2837 bp) 
was selected from the obtained clones. 

55 
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5 • -GGAATTCGAGCTCGGTACCCGGGGGATCCTCTAGAGTCGACCTGCAGGCATGCA-3 * (SEQ ID NO: 
3) 

5 ' -CCTTAAGCTCGAGCCATGGGCCCCCTAGGAGATCTCAGCTGGACGTCCGTACGTTCGA-3 1 (SEQ ID 
NO: 4 ) 



In order to introduce a terminator of nopaline synthase into the pCaP35Y, plasmid pBI121 (Clontech Co.) was 
digested with Sacl and EcoRI and the Sacl-EcoRI fragment was treated with Klenow fragments to make blunt ends; 
then, the resulting fragment of pBI121 was ligated to plasmid pCaP35Y in which blunt ends were made at a Hindi II site 
downstream of the 35S promoter. The resulting plasmid DNA was introduced into E coji DH5a. A desired plasmid was 
selected from the obtained clones. In order to introduce a kanamycin- resistance cassette into the selected plasmid, the 
latter was digested with Pvull and ligated to a fragment (about 1620 bp) of pLGVneol 103 (R. Hain et al. (1985) Mol. 
Gen. Genet. 199: 161) that was obtained by the steps of cleavage at a Pvull site present downstream of the octopine 
synthase terminator, treatment with Bal31 (TAKARA SHUZO CO., LTD) to make a deletion, cleavage at a EcoRI site 
upstream of a nopaline synthase promoter, and the creation of a blunt end at both ends. The resulting plasmid DNA was 
introduced into E. coK DH5a. Desired plasmid, or plant expression vector pKV1 (4828 bp), was selected from the 
obtained clones. 

The prepared pKV1 was digested at unique sites by restriction enzymes Bam HI and Sail and ligated to the ER 
gene-containing fragment (i.e., the Bam HI-Sall fragment of pEB23-1, about 2.3 kbp). The resulting plasmid DNA was 
introduced into EL coH DH5a. Desired ER-expression plasmid pKV1-ER23 (about 7.1 kbp) was selected from the 
obtained clones. 

2) Transient Expression of ER in Cultured Tobacco Cells 

The ER gene was introduced into cultured tobacco cells by electroporation for transient ER expression by a partial 
modification of Watanabe's method (Y Watanabe (1987) FEBS 219: 65). The DNA molecules of the plasmid pKV1- 
ER23 were purified by an alkali method. Cultured tobacco cells were obtained by the method of Hirai et al. (Plant Cell 
Cultivation Manual, Gakkai Shuppan Center, 1982) for use in the transient expression of ER. Tobacco seeds (variety 
Bright Yellow, provided by Professor Hirofumi Uchimiya of University of Tokyo) were sterilized with a 1% sodium 
hypochlorite solution and then germinated. The tobacco juvenile tissues just after the germination were transplanted in 
a tobacco cultivation agar medium (Murashige-Skoog medium (Flow Laboratories Co.) supplemented with 2 ppm 2,4- 
dichlorophenoxyacetic acid, 3% sucrose and 8% agar) to induce calluses after 3 weeks. About 1 g of callus masses 
were suspended in 50 ml of a tobacco cultivation medium (Murashige-Skoog medium (Flow Laboratories Co.) supple- 
mented with 2 ppm 2,4-dichlorophenoxyacetic acid and 3% sucrose) to prepare cultured cells. These tobacco cells 
were cultured until they entered a logarithmic growth phase. The cultured cells were collected by centrifugation (600 
rpm, 3 minutes) and suspended in a solution consisting of 1% cellulase Onozuka (Yakult Co.), 1% Dricelase (Kyowa 
Hakko Co., Ltd.), 0.1% Pectriase (Seishin Seiyaku Co.) and 0.4 M D-mannitol (Wako Pure Chemicals Co., Ltd.) and 
which was adjusted to pH 5.7 with HCI. Reaction was performed at 30 °C for 90 minutes to prepare protoplasts. The 
reaction solution was washed with 0.4 M D-mannitol at 4 °C by 3 cycles of centrifugation to remove the enzyme solution. 
The operation of electroporation consisted of suspending 1 x 10 5 cells in 0.8 ml of an electroporation solution (70 mM 
KCI, 5 mM MES and 0.3 M mannitol), mixing the suspension with 10 ng of the DNA molecules of pKV1-ER23 and treat- 
ing the mixture with a genepluser (Biorad Co.) at 125 |xF and 300 V in an electroporation cuvette (Biorad Co., electrode 
spacing: 0.4 cm). After the treatment, the solution was collected with a pasteur pipet and left to stand on ice for 30 min- 
utes. Reaction was performed at 30 °C for 5 minutes and the reaction solution was resuspended in a protoplast medium 
(Murashige-Skoog medium (Flow Laboratories Co.) supplemented with 0.2 ppm 2,4-dichlorophenoxyacetic acid, 1% 
sucrose and 0.4 M mannitol and adjusted to pH 5.7). The cells were left to stand in the dark at 25°C overnight and col- 
lected by centrifugation (8,000 rpm, 3 minutes). Sixty microliters of a suspension buffer (25 mM Tris-HCI pH7.0, 30 mM 
MgCI 2 . 2 mM dithiothreitol, 2.5 mM potassium metabisulfite and 1 mM PMSF) were added to the cells and the mixture 
was stirred on a vortex for 3 minutes. The resulting sample was stored at -80°C until an elicitor-binding experiment was 
conducted. 

For control, the above procedure was repeated except that the DNA molecule of pKV1 instead of pKV1 -ER23 was 
introduced into tobacco cells. 
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3) Stable Expression of ER in Tobacco Suspension Cultured Cells 

Transformed cultured tobacco cells capable of constant ER gene retention were selected as follows from the cul- 
tured tobacco cells capable of transient ER expression: 

s The protoplasts obtained in the preparation of the cultured tobacco cells capable of transient ER expression were 

suspended in a 1% agarose-containing protoplast medium (Murashige-Skoog medium (Flow Laboratories Co.) supple- 
mented with 0.2 ppm 2,4-dichlorophenoxyacetic acid, 1% sucrose and 0.4 M mannitol and adjusted to pH 5.7). The sus- 
pension was dropped on a plate with a dropping pipet before the agarose solidified, whereby the protoplasts were fixed 
in the bead-like solid medium. After the agarose solidified, an agarose-free protoplast medium was added to the plate, 

io thereby immersing the protoplast-fixing agarose medium in the liquid medium. After the protoplasts were cultured in the 
dark for 1 week, kanamycin was added to a final concentration of 100 fig/ml and the cultivation was continued. Trans- 
formants selected from the grown colonies were transferred in a kanamycin-containing liquid medium and cultured. 

Two clones (I 1 and I 6) of cultured tobacco cells stably transformed by pKVl-ER23 and two clones (C 2-1 and C 
2-4) of cultured tobacco cells stably transformed by pKVl were obtained. 

15 

4) Elicitor-binding Activity Experiment 

The elicitor-binding activity was measured as follows: 

A complex of an elicitor and tyramine (TOKYO KASEI KOGYO CO., LTD.) was synthesized by the method of Jong- 
20 Joo Cheong (The Plant Cell (1991) 3: 127). The elicitor-tyramine complex was labelled with iodine-125 using chlo- 
ramine T The resulting sample (protein amount < 500 ng) was suspended in 500 nl of an assay buffer (50 mM Tris-HCI 
pH7.4, 0.1 M saccharose, 5 mM MgCI 2 . 1mM PMSF and 5 mM EDTA) and incubated at 0°C for 2 hours. The iodine- 
labelled elicitor-tyramine complex in an amount of 100 nM (70 Ci/mmol) was added to the suspension and the mixture 
was incubated at 4 °C for 2 hours. The reaction solution was filtered through Whatman GF/B (as treated with a 0.3% 
25 aqueous solution of polyethylenimine for at least 1 hour) and washed 3 times with 5 ml of an ice-cold buffer (10 mM Tris- 
HCI pH 7.0, 1 M NaCI, 10 mM MgCI 2 ). The radio activity retained on the filter membrane was counted with a gamma 
counter (count A). In order to eliminate the effect of non-specific binding, the same procedure as above was performed 
except that 17 nM of the elicitor was added to the same sample, the mixture was suspended in the assay buffer and the 
suspension was incubated at 0 °C for 2 hours. The obtained count was subtracted from the count A to give a count (A 
30 cpm) of elicitor-specific binding. The resulting count (A cpm) was divided by the total number of counts and then multi- 
plied by the total amount of elicitor used in the experiment to calculate the amount of the elicitor-binding protein (in 
moles). 

As a result, a specific binding to the elicitor was observed in the tobacco cells transformed with the DNA molecule 
of pKV1-ER23, whereas no specific binding to the elicitor was observed in the control tobacco cells in which the DNA 
35 molecule of pKVl was introduced (Table 2). This fact reveals that the gene obtained above encodes a protein having 
the elicitor-binding activity. 



Table 2 



Elicitor-binding Activity of Cultured Tobacco Cells 


Fraction 


Transfoming DNA 


Binding Activity (fmol/mg) 


Transient Expression 


pKVl 


<0 




pKV1-ER23 


90.5 


Stable Expression 






C2-1 


pKV1 


<0 


C2-4 


pKV1 


<0 


I 1 


pKV1-ER23 


150 


16 


pKV1-ER23 


196 
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5) Transient Increase in Intracellular Ca 2+ Concentration in Transformed Tobacco Cultured Cells by Addition of Glucan 
Elicitor 

Plants recognize the elicitor at a receptor specific thereto and then promote the accumulation of phytoalexin or 
induce hypersensitive reaction to prevent fungus invasion. It has been reported for some plants that the inflow of cal- 
cium ion into cells in the early phase of such resistance reactions is important (U. Conrath et al. (1991) FEBS LETTERS 
279: 141, M. N. Zooketal. (1987) Plant Physiol. 84: 520, F. Kurosaki et al. (1987) Phytochemistry 26: 1919; C. L Preisig 
and R. A. Moreau (1994) Phytochemistry 36: 857). A report has also been made suggesting that the inflow of calcium 
ion into cells triggers the promotion of the phytoalexin accumulation in soybean which the present inventors used to 
obtain ER (M. R. Stab and J. Ebel (1987) Archi. Biochem. Biophys. 257: 416). Hence, if a transformed cultured tobacco 
cell is prepared by introducing the ER gene into an ER-free tobacco cultured cell to express the ER and if the intracel- 
lular calcium ion concentration is changed by the addition of a glucan elicitor, the change is anticipated to trigger a 
resistance reaction by the glucan elicitor in plants other than soybean (e.g., tobacco), thereby allowing them to show 
resistance to a wide variety of fungi which use glucan as a mycelial wall component. 

The change in intracellular Ca 2+ concentration of transformed cultured tobacco cells by the addition of the elicitor 
was examined. 

In this experiment, the transformed cultured tobacco cells (I 6) obtained by the kanamycin selection and the plas- 
mid-containing cultured tobacco cells (C 2-4) were used. 

The intracellular Ca 2+ concentrations of the cultured cells were measured as follows with an acetoxymethyl deriv- 
ative (Fura-2 AM) of a fluorescence chelator (Fura-2) for Ca 2+ measurement: 

Cells were harvested from about 2 ml of the transformed tobacco cell culture (corresponding to a cell volume of 
about 250 ml after standing for 10 minutes) by centrifugation (600 rpm, 30 seconds) and the supernatant was removed. 
To the cells was added 2 ml of a tobacco cultivation medium and the mixture was stirred gently and centrifuged (600 
rpm, 30 seconds) to remove the supernatant. The same operations were repeated to wash the cultured cells. The 
washed cultured cells was suspended homogeneously in 2 ml of the medium. To 1 ml of the suspension of the cultured 
cells in the medium, 1 ml of the medium and 4 jil of 1 mM Fura-2 AM (final concentration: 2 jiM, Dojin Chemical Co.) 
were added and the mixture was incubated in the dark for 30 minutes with occasionally stirring. Subsequently, the cells 
were washed 2 times with 2 ml of the medium by centrifugation (600 rpm, 30 seconds) to eliminate the free Fura-2 AM 
which was not incorporated into the cells. The washed cultured cells were suspended in 2 ml of the medium homoge- 
neously and the suspension (2 ml) was transferred into a fluorescence-measurement cell. The incorporated Fura-2 AM 
should be changed to Fura-2 by hydrolysis with intracellular esterase. The fluorescence produced by the binding of 
Fura-2 to intracellular Ca 2+ was measured at a fluorescence wavelength of 505 nm under exciting light of 335 nm with 
the cultured cells being stirred to ensure against precipitation of the cultured cells. The change in intracellular Ca 2+ con- 
centration was examined by measuring the fluorescence intensity at specified intervals of time after the addition of 50 
^l of glucan elicitor (1 mg/ml) or deionized water to the cultured cells. For control, the change in intracellular Ca 2+ con- 
centration was examined on the plasmid-containing cultured tobacco cells by the same method as above. For another 
control, the change in intracellular Ca 2+ concentration was examined on cultured soybean cells by the same method as 
above, except that the cultured cells were washed with a medium for soybean cells having the following formulation. 
NaH 2 P0 4 -H 2 0 75mg/ml, KH 2 PC> 4 170mg/ml, KNO s 2,200mg/ml, NH 4 N0 3 600mg/ml, (NH 4 ) 2 S0 4 67mg/ml, 
MgS0 4 -7H 2 O 310mg/ml, CaCI 2 -2H 2 0 295mg/ml, FeS0 4 -7H 2 0 28mg/ml, EDTA • Na 2 37.3mg/ml, Kl 0.75mg/ml! 
MnS0 4 -4H 2 O 10.0mg/ml, H3BO3 3.0mg/ml, ZnS0 4 -7H 2 0 2mg/ml, Na 2 Mo0 4 -2H 2 0 0.25mg/ml, CuS0 4 *5H 2 6 
0.025mg/ml, CoCI 2 *6H 2 0 0.025mg/ml t Inositol 100mg/ml, Nicotinic acid 1.0mg/ml, Pyridoxine • HCI 1.0mg/ml, Thia- 
mine •HCI 10.0mg/ml ( Glucose 5g/ml, Sucrose 25g/ml, Xylose 250mg/ml, Sodium pyruvate 5.0mg/ml, Citric acid 
10.0mg/ml, Malic acid 10.0mg/ml t Fumaric acid 10.0mg/ml, N-Z-amine 500.0mg/ml, 2,4-dichlorophenoxyacetic acid 
1.0mg/ml and Zeatine riboside 0.1 mg/ml, adjusted to pH 5.7 with KOH. 

As a result of this experiment, about 7% transient increase in fluorescence intensity was observed in the cultured 
soybean cells 3 minutes after the addition of the elicitor, whereas no such change was observed after the addition of 
deionized water (Figure 4). The results suggest that the phenomenon in which the binding of the ER to the glucan elic- 
itor caused a transient inflow of Ca 2+ into cells could be observed in this experiment, thereby supporting the report that 
calcium ion plays an important role in the resistance reaction caused by the elicitor in cultured soybean cells. In the 
transformed cultured tobacco cells, about 10% transient increase in fluorescence intensity was observed 3 minutes 
after the addition of the elicitor, whereas no such change was observed after the addition of deionized water. 

In the plasmid-containing cultured tobacco cells, none of the changes in fluorescence intensity that occurred in the 
transformed cultured tobacco cells was observed after the addition of the elicitor (Figure 5). 

These results show that plants other than soybean (e.g., tobacco), which are not reactive with the glucan elicitor 
acquire the reactivity by introducing the gene of the soybean-derived glucan elicitor receptor for ER expression. 
Although the signal transduction pathway of each plant has not been completely explicated, it is expected that plants 
other than tobacco will acquire the reactivity with the glucan elicitor (i.e., a transient increase in intracellular Ca 2+ con- 
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centration) by introducing the gene of the present ER for ER expression, thereby enabling the development of plants 
having resistance to a wide variety of fungi which use gtucan as a mycelial wall component. 



Example 4 

5 

Expression of Soybean ER in E^coH and Determination of Elicitor-binding Domain 



1 ) Expression of Elicitor-binding Domain in EL coli 



10 A fused protein of a partial fragment of the soybean ER with a mattose-binding protein (MBP) was prepared with a 
Protein Fusion & Purification System (New England Biolabs Co.) in order to express the partial fragment of the soybean 
ER in E. coli. PCR was performed using pER23-1 as a template to give DNA fragments of various lengths. The primers 
were designed to produce the MBP and fused protein in cloning into plasmid pMAL-c2 (New England Biolabs Co.) by 
adding a Bam HI site on the 5* side and a Sail site on the 3' side exterior to the DNA molecule encoding the full-length 

75 portion and fragments of soybean ER shown in Figure 6. These primers were synthesized with an automatic nucleic 
acid synthesizer (Model 394 of Applied Biosystems Co.). The following primers were used in the amplification of the 
DNA chain. 



20 



25 



Primer U35 5'-ATGGATCCATGGTTAACATCCAAACC-3'; 

Primer U36 5'- ATGG ATCCG AATATAACTGGGAGAAG-3' ; 

Primer U37 5'- ATGGATCCCC AGC ATGGGGTAGG AAG-3 ' ; 

Primer U38 5'-TAGTCGACTACTTCTCCCAGTTATATTC-3'; 

Primer U39 S'-TAGTCGACTACTTCCTACCCCATGCTGG-S'; 

Primer U40 5'-TAGTCGACTATTCATCACTTCTGCTATG-3'; 

Primer U41 5'-ATGGATCCGCCCCACAAGGTCCCAAA-3'; and 

Primer U42 5'-ATGGATCCAATGACTCCAACACCAAG-3' 



The DNA molecule of pER23-1 (0.01 ^ig) was dissolved in 79 fjil of distilled water. Either a combination of primers 
U5 and U7 or a combination of primers U10 and U12 (100 pmol each) and 0.5 fil of Taq DNA polymerase (TAKARA 

30 SHUZO CO., LTD.) were added to 8 \i\ of 2.5 mM dNTP in 1 0 \i\ of a 1 0 x PCR buffer (attached to Taq DNA polymerase 
of TAKARA SHUZO CO., LTD.) to give a final amount of 100 PCR reaction was performed with a Gene Amp PCR 
System 9600 (Perkin-Elmer Co.) by 30 cycles of 1) denaturation at 94 °C x 30 seconds, 2) renaturation at 55°C x 30 
seconds and 3) elongation at 72 °C x 1 minute. After the reaction, 15 |il of the reaction solution was digested with 
restriction enzymes Bam HI and Sail and electrophoresed on a 1% agarose gel. 

35 The gel was stained with a 0.5 fig/ml ethidium bromide solution for 15 minutes. The band showing the expected 
specific amplification was sectioned while observing under UV light. The gel section was treated with Gene Clean II 
(Bio101 Co.) to collect a DNA-containing solution. The collected DNA fragments were cloned into the Bam HI-Sall site 
of plasmid pM AL-c2 and the clones were introduced into EL coli DH5a. 



40 2) Preparation of Soluble Protein Fraction from EL 



The B coli cells into which the plasmids were introduced were precultured in an expression medium [10g/l tryptone 
(Gibco Co.), 5 g/l yeast extract (Gibco Co.), 5 g/l NaCI, 2 g/l glucose and 100 fag/ml ampicillin]. The precultured solution 
(0.4 ml) was added to 40 ml of the expression medium and cultured at 37 °C with shaking until OD 600 of 0.55 was 

45 reached. Isopropylthiogalactoside was added to the culture solution to give a final concentration of 0.3 mM and the 
shakeculture was continued for an additional 4 hours to induce expression. The ELeoii was collected by centrifugation 
and the JL CQli cells were washed with a washing buffer (20 mM Tris-HCI, pH 7.4, 200 mM NaCI and 1 mM EDTA). The 
cells were sonicated for a total of 2 minutes (15 sec x 8). ZW3-12 was added to the sonicated cells to give a final con- 
centration of 0.25% and the mixture was incubated at 4 °C for 30 minutes. The supernatant was collected by centrifu- 

so gation (10,000 rpm, 5 minutes) to give an coM soluble protein fraction. The expression of the fused protein was 
confirmed by an immu nob lotting technique using an anti- maltose- binding protein antibody (New England Biolabs Co.). 



3) Elicitor-binding Experiment 



55 The elicitor-binding activity was determined as follows: 

A complex of an elicitor and tyramine (TOKYO KASEI KOGYO CO., LTD.) was synthesized by the method of Jong- 
Joo Cheong (The Plant Cell (1991) 3: 127). The elicitor-tyramine complex was labelled with iodine-125 using chlo- 
ramine T The resulting sample (protein amount < 800 jig) was suspended in 500 nl of an assay buffer (50 mM Tris-HCI 
pH7.4, 0.1 M saccharose, 5 mM MgCI 2 . 1mM PMSF and 5 mM EDTA) and incubated at 0°C for 2 hours. The iodine- 
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labelled elicitor-tyramine complex in an amount of 100 nM (70 Ci/mmol) was added to the suspension and the mixture 
was incubated at 4 °C for 2 hours. The reaction solution was filtered through Whatman GF/B (as treated with a 0.3% 
aqueous solution of polyethylenimine for at least 1 hour) and washed 3 times with 5 ml of an ice-cold buffer (10 mM Tris- 
HCI pH 7.0, 1 M NaCI, 10 mM MgCI 2 ). The radio activity retained on the filter membrane was counted with a gamma 

5 counter (count A). In order to eliminate the effect of non-specific binding, the same procedure as above was performed 
except that 1 7 jiM of the elicitor was added to the same sample, the mixture was suspended in the assay buffer and the 
suspension was incubated at 0 °C for 2 hours. The obtained count was subtracted from the count A to give a count (A 
cpm) of elicitor-specif ic binding. The resulting count (A cpm) was divided by the total number of counts and then multi- 
plied by the total amount of the elicitor used in the experiment to calculate the amount of the elicitor-binding protein (in 

to moles). 

As a result, a specific binding to the elicitor was observed in the B cqN transformed with the DNA molecule encod- 
ing the ER (Figure 6). Hence, it was reconfirmed that the obtained gene encoded a protein having the elicitor-binding 
activity and it was revealed that there was an elicitor-binding domain in the 239-442 amino acid sequence of SEQ ID 
NO:1. 

15 

Example 5 

Inhibition of Binding of Glucan Elicitor to Elicitor-binding Protein in Soybean Cotyledon Membrane Fraction and Inhibi- 
tion of Accumulation of Phytoalexin in Soybean Cotyledon by Antibody against Elicitor-binding Domain 

20 

1) Expression of Elicitor-binding Domain in E. coli 

A fused protein of an elicitor-binding domain derived from the ER with a maltose-binding protein (MBP) was pre- 
pared with a Protein Fusion & Purification System (New England Biolabs Co.) in order to express a large amount of the 
25 elicitor-binding domain in E, con. PGR was performed to produce a DNA molecule encoding the elicitor-binding domain. 
The following primers were synthesized with an automatic nucleic acid synthesizer (Model 394 of Applied Biosystems 

Co.): 

Primer U36 S'-ATGGATCCGAATATAACTGGGAGAAG-S'; and 
30 Primer U39 5'-TAGTCGACTACTTCCTACCCCATGCTGG-3' 

The DNA molecule of pER23-1 (0.01 jig) was dissolved in 79 |il of distilled water. Either a combination of primers 
U5 and U7 or a combination of primers U10 and U12 (100 pmol each) and 0.5 jil of Taq DNA polymerase (TAKARA 
SHUZO CO., LTD.) were added to 8 \i\ of 2.5 mM dNTP in 10 julI of a 10 x PCR buffer (attached to Taq DNA polymerase 

35 of TAKARA SHUZO CO., LTD.) to give a final amount of 100 julI. PCR was performed with a Gene Amp PCR System 
9600 (Perkin-Elmer Co.) by 30 cycles of 1) denaturation at 94°C x 30 seconds, 2) renaturation at 55°C x 30 seconds 
and 3) elongation at 72 °C x 1 minute. After the reaction, 15 nl of the reaction solution was digested with restriction 
enzymes Bam HI and gall and electrophoresed on a 1% agarose gel. 

The gel was stained with a 0.5 jig/ml ethidium bromide solution for 1 5 minutes. The band showing specific amplif i- 

40 cation was sectioned while observing under UV light. The gel section was treated with Gene Clean II (BiolOI Co.) to 
collect a DNA-containing solution. The collected DNA fragments were cloned into the BamHI -Sal I site of plasmid pMAL- 
c2 and the clones were introduced into E. coli DH5a. 

2) Purification of the Fused Protein Expressed in JL ^li and Production of Antibody 

45 

The coli cells transformed with the plasmids were precultured in an expression medium (10g/l tryptone (Gibco 
Co.). 5 g/l yeast extract (Gibco Co.), 5 g/l NaCI, 2 g/l glucose and 100 jmg/ml ampicillin) overnight. The precultured solu- 
tion (150 ml) was added to 1 .5 L of the expression medium and cultured in a Sakaguchi flask at 37°C with shaking until 
OD 600 of 0.55 was reached. Isopropylthiogalactoside was added to the culture solution to give a final concentration of 

so 0.3 mM and the shakeculture was continued for an additional 4 hours to induce expression. The E, coli was collected 
by centrifugation and the E coH cells were washed with a washing buffer (20 mM Tris-HCI, pH 7.4, 200 mM NaCI and 
1 mM EDTA). The cells were sonicated for a total of 2 minutes (15 sec x 8). A soluble protein fraction was obtained by 
centrifugation. From this fraction, a MBP-fused protein was purified with an amylose resin. A MBP- and an elicitor-bind- 
ing domain were cleaved with factor Xa and the elicitor-binding domain was purified by gel filtration column chromatog- 

55 raphy. The purified protein was injected twice into a mouse at the abdominal cavity for immunization by the method of 
E. Harlow and D. Lane (Antibody (1988) Cold Spring Harbor Co., pp. 53-137). After the increase in titer was confirmed 
by an ELISA method, the ascites was obtained and subjected to precipitation with 50% saturated ammonium sulfate 
and treatment with Protein A Sepharose (Pharmacia Co.) to produce a purified antibody. In the treatment with Protein 
A Sepharose, the antibody was bound to Protein A Sepharose with 0.1 M sodium phosphate (pH 8.0) and eluted with 
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0.1 M citric acid (pH 3.5). It was confirmed by an immnablotting that the obtained antibody recognized only the ER pro- 
tein in soybean. 

3) Preparation of Soybean Cotyledon Membrane Fraction 

5 

A soybean cytoledon membrane fraction was prepared as follows: 

Soybean seeds were cultured on soil for 9 days and the cytoledons were harvested (36 g, wet weight). The cyto- 
ledons were suspended in 47 ml of an ice-cold buffer (25 mM Tris-HCI pH 7.0, 30 mM MgCI 2 , 2 mM dithiothreitol, 2.5 
mM sodium metabisulfite and 1 mM PMSF). A cytoledon membrane fraction was prepared by the same method as the 
10 one for preparing the membrane fraction from the soybean roots. The resulting cytoledon membrane fraction was sus- 
pended in 1 ml of an ice-cold buffer (10 mM Tris-HCI pH 7.4, 0.1 M sucrose, 5 mM MgCI 2 , 1 mM PMSF and 5 mM EDTA) 
and stored at -80 °C. 

4) Measurement of Inhibition of Glucan Elicitor Binding to Elicitor-binding Protein of Soybean Cotyledon Membrane 
is Fraction 

The elicitor-binding activity was determined as follows: 

A complex of an elicitor and tyramine (TOKYO KASEI KOGYO CO., LTD.) was synthesized by the method of Jong- 
Joo Cheong (The Plant Cell (1991) 3: 127). The elicitor-tyramine complex was labelled with iodine-125 using chlo- 

20 ramine T. The soybean cotyledon membrane faction (100 \i\ t 820 |^g) was suspended in 500 i-il of an assay buffer (50 
mM Tris-HCI pH7.4, 0.1 M saccharose, 5 mM MgCI 2 , 1mM PMSF and 5 mM EDTA) and incubated at 0 C C tor 2 hours. 
The iodine-labelled elicitor-tyramine complex in an amount of 714 ng (143 nM; 70 Ci/mmol) was added to the suspen- 
sion and the mixture was incubated at 4 °C for 2 hours. The reaction solution was filtered through Whatman GF/B (as 
treated with a 0.3% aqueous solution of polyethylenimine for at least 1 hour) and washed 3 times with 5 ml of an ice- 

25 cold buffer (10 mM Tris-HCI pH 7.0, 1 M NaCI. 10 mM MgCI 2 ). The radio activity retained on the filter membrane was 
counted with a gamma counter (count A). In order to eliminate the effect of non-specific binding, the same procedure 
as above was performed, except that 100 times mole (75 ng, 15 nM) of a cold elicitor was added to the the sample, the 
mixture was suspended in the assay buffer and the suspension was incubated at 0°C for 2 hours. The obtained count 
was subtracted from the count A to give a count (A cpm) of elicitor-specif ic binding. Counts of binding obtained by add- 

30 ing 3.6, 7.1, 10.8, 14.4 and 28.8 ng of the purified antibody rather than the cold elicitor were subtracted from the count 
A. The resulting values were compared with that for the cold elicitor and expressed as the percentage, with the count 
(A cpm) of elicitor-specif ic binding being taken as 100% (Figure 7). The addition of 28.8 fig of the antibody resulted in 
the inhibition of the binding of elicitor by about 51%. The results confirmed that the antibody against the elicitor-binding 
domain inhibited the binding of the elicitor to the elicitor-binding protein. 

35 

5) Inhibition of Accumulation of Phytoalexin by Antibody against Elicitor-binding Domain 

The amount of phytoalexin accumulated by the action of glucan elicitor was measured with soybean cotyledons by 
the method of M.G. Hahn et ai. ((1992) Molecular Plant Pathology Volume II A Practical Approach, IRL Press, pp. 117- 
40 120). 

A purified antibody against the elicitor-binding domain (0, 1 , 2, 3, 4, 1 0 and 20 jig/25 pJ/cotyledon) or a purified anti- 
body against yeast-derived dsRNAse, pac 1 (4, 10 and 20 jig/25 ^l/cotyledon) as a control was added to soybean cot- 
yledons and the mixture was incubated for 1 hour. Glucan elicitor (200 ng/25 ^I/cotyledon) was added to the soybean 
cotyledons and the mixture was incubated for 20 hours to determine whether the accumulation of phytoalexin by the 

45 action of glucan elicitor was inhibited by the antibody. The amount of phytoalexin accumulation induced by the addition 
of elicitor subsequent to the addition of the antibody was expressed as the percentage, with the amount of phytoalexin 
accumulation by the sole addition of the elicitor being taken as 100% (Figure 8). When the antibody against the elicitor- 
binding domain was added in an amount of 20.0 (ig per soybean cotyledon, the amount of phytoalexin accumulation 
decreased by about 53%. In the control, the amount of phytoalexin accumulation changed little even when the antibody 

so against pac 1 was added in an amount of 20.0 fxg per soybean cotyledon. These results showed that the obtained gene 
did not encode a mere elicitor-binding protein but encoded the ER inducing a resistance reaction in soybean. 

INDUSTRIAL APPLICABILITY 

55 According to the present invention, a glucan elicitor receptor, DNA molecules coding for the glucan elicitor receptor 
and fragments thereof, vectors containing the DNA molecules or fragments thereof, and plant cells transformed with the 
DNA molecules or fragments thereof are provided. 
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The ER of the present invention is useful in the elucidation of resistance to fungi and the development of elicitor 
derivatives capable of inducing fungal resistance, and it can be used as an antigen for the production of antibodies 
against ERs. 

The DNA molecules of the present invention which contain nucleotide sequences coding for the glucan elicitor 
s receptor and fragments thereof are useful as materials for establishing techniques for developing fungi-resistant plants. 
In other words, the DNA molecules of the present invention and fragments thereof may be introduced and expressed in 
various plants to enhance their fungal resistance. 

Antibodies against the glucan elicitor receptor of the present invention, the DNA molecules of the present invention 
which contain nucleotide sequences coding for the glucan elicitor receptor, their mutants and anti-sense DNAs can be 
10 used in the studies of the elicitor-binding site of ER and signal transduction. 

Further, the information on the amino acid sequence of ER and the nucleotide sequence coding therefor can be 
used in the studies of the elicitor-binding site of ER and the signal transduction in which ER is involved. 



BNSDOCID: <EP 0727488A1_L> 



16 



EPO 727 488 A1 



10 



15 



Sequence Listing 

INFORMATION FOR SEQ ID NO:l 
LENGTH: 667 amino acids 
TYPE: amino acid 
TOPOLOGY; linear 
MOLECULE TYPE: peptide 
SEQUENCE DESCRIPTION: SEQ ID NO:l: 

Val Asn lie Gin Thr Asn Thr Ser Tyr lie Phe Pro Gin Thr Gin Ser Thr Val 
1 5 10 15 

Leu Pro Asp Pro Ser Lys Phe Phe Ser Ser Asn Leu Leu Ser Ser Pro Leu Pro 
20 20 25 30 35 

Thr Asn Ser Phe Phe Gin Asn Phe Val Leu Lys Asn Gly Asp Gin Gin Glu Tyr 

40 45 50 

He His Pro Tyr Leu He Lys Ser Ser Asn Ser Ser Leu Ser Leu Ser Tyr Pro 
55 60 65 70 

Ser Arg Gin Ala Ser Ser Ala Val He Phe Gin Val Phe Asn Pro Asp Leu Thr 

75 80 85 90 

He Ser Ala Pro Gin Gly Pro Lys Gin Gly Pro Pro Gly Lys His Leu He Ser 

95 100 105 

Ser Tyr Ser Asp Leu Ser Val Thr Leu Asp Phe Pro Ser Ser Asn Leu Ser Phe 
110 115 120 125 

40 Phe Leu Val Arg Gly Ser Pro Tyr Leu Thr Val Ser Val Thr Gin Pro Thr Pro 

130 135 140 

Leu Ser He Thr Thr He His Ser He Leu Ser Phe Ser Ser Asn Asp Ser Asn 
45 145 150 155 160 

Thr Lys Tyr Thr Phe Gin Phe Asn Asn Gly Gin Thr Trp Leu Leu Tyr Ala Thr 
165 170 175 180 

BO 

Ser Pro He Lys Leu Asn His Thr Leu Ser Glu He Thr Ser Asn Ala Phe Ser 
185 190 195 

55 



25 



30 



35 
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Gly lie lie Arg lie Ala Leu Leu Pro Asp Ser Asp Ser Lys His Glu Ala Val 

200 205 210 215 

Leu Asp Lys Tyr Ser Ser Cys Tyr Pro Val Ser Gly Lys Ala Val Phe Arg Glu 

220 225 230 

Pro Phe Cys Val Glu Tyr Asn Trp Glu Lys Lys Asp Ser Gly Asp Leu Leu Leu 
235 240 245 250 

Leu Ala His Pro Leu His Val Gin Leu Leu Arg Asn Gly Asp Asn Asp Val Lys 
15 255 260 265 270 

lie Leu Glu Asp Leu Lys Tyr Lys Ser lie Asp Gly Asp Leu Val Gly Val Val 
275 280 285 

20 Gly Asp Ser Trp Val Leu Lys Thr Asp Pro Leu Phe Val Thr Trp His Ser lie 

290 295 300 305 

Lys Gly lie Lys Glu Glu Ser His Asp Glu lie Val Ser Ala Leu Ser Lys Asp 

310 315 320 

Val Glu Ser Leu Asp Ser Ser Ser lie Thr Thr Thr Glu Ser Tyr Phe Tyr Gly 
325 330 335 340 

Lys Leu lie Ala Arg Ala Ala Arg Leu Val Leu lie Ala Glu Glu Leu Asn Tyr 
345 350 355 360 

Pro Asp Val He Pro Lys Val Arg Asn Phe Leu Lys Glu Thr He Glu Pro Trp 

365 370 375 

Leu Glu Gly Thr Phe Ser Gly Asn Gly Phe Leu His Asp Glu Lys Trp Gly Gly 

380 385 390 395 

He lie Thr Gin Lys Gly Ser Thr Asp Ala Gly Gly Asp Phe Gly Phe Gly He 
400 405 410 

45 Tyr Asn Asp His His Tyr His Leu Gly Tyr Phe He Tyr Gly He Ala Val Leu 

415 420 425 430 

Thr Lys Leu Asp Pro Ala Trp Gly Arg Lys Tyr Lys Pro Gin Ala Tyr Ser lie 
50 435 440 445 450 

Val Gin Asp Phe Leu Asn Leu Asp Thr Lys Leu Asn Ser Asn Tyr Thr Arg Leu 

55 
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455 460 465 

Arg Cys Phe Asp Pro Tyr Val Leu His Ser Trp Ala Gly Gly Leu Thr Glu Phe 

470 475 480 485 

Thr Asp Gly Arg Asn Gin Glu Ser Thr Ser Glu Ala Val Ser Ala Tyr Tyr Ser 

490 495 500 

Ala Ala Leu Met Gly Leu Ala Tyr Gly Asp Ala Pro Leu Val Ala Leu Gly Ser 
505 510 515 520 

15 Thr Leu Thr Ala Leu Glu He Glu Gly Thr Lys Met Trp Trp His Val Lys Glu 

525 530 535 540 

Gly Gly Thr Leu Tyr Glu Lys Glu Phe Thr Gin Glu Asn Arg Val Met Gly Val 
20 545 550 555 

Leu Trp Ser Asn Lys Arg Asp Thr Gly Leu Trp Phe Ala Pro Ala Glu Trp Lys 

560 565 570 575 

Glu Cys Arg Leu Gly He Gin Leu Leu Pro Leu Ala Pro He Ser Glu Ala He 

580 585 590 

Phe Ser Asn Val Asp Phe Val Lys Glu Leu Val Glu Trp Thr Leu Pro Ala Leu 
595 600 605 610 

Asp Arg Glu Gly Gly Val Gly Glu Gly Trp Lys Gly Phe Val Tyr Ala Leu Glu 
615 620 625 630 

Gly Val Tyr Asp Asn Glu Ser Ala Leu Gin Lys He Arg Asn Leu Lys Gly Phe 

635 640 645 

Asp Gly Gly Asn Ser Leu Thr. Asn Leu Leu Trp Trp He His Ser Arg Ser Asp 
650 655 660 665 

Glu 

45 6 6 7 
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INFORMATION FOR SEQ ID NO: 2 
LENGTH: 2004 base pairs 
TYPE: nucleic acid 
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STRANDEDNESS : double 
TOPOLOGY: linear 
MOLECULE TYPE: cDNA 
ORIGINAL SOURCE: 

ORGANISM: Soybean ( Glycine max L. ) 
STRAIN: Green Homer 



SEQUENCE DESCRIPTION: SEQ ID NO: 2: 

15 9 18 27 36 45 54 

GTT AAC ATC CAA ACC AAT ACA TCT TAC ATC TTC CCT CAA ACA CAA TCC ACT GTT 

Val Asn He Gin Thr Asn Thr Ser Tyr He Phe Pro Gin Thr Gin Ser Thr Val 



63 72 81 90 99 108 

CTT CCT GAT CCC TCC AAA TTC TTC TCC TCA AAC CTT CTC TCA AGT CCA CTC CCC 
Leu Pro Asp Pro Ser Lys Phe Phe Ser Ser Asn Leu Leu Ser Ser Pro Leu Pro 

117 126 135 144 153 162 

ACA AAC TCT TTC TTC CAA AAC TTT GTC CTA AAA AAT GGT GAC CAA CAA GAA TAC 
Thr Asn Ser Phe Phe Gin Asn Phe Val Leu Lys Asn Gly Asp Gin Gin Glu Tyr 

171 180 189 198 207 216 

ATT CAT CCT TAC CTC ATC AAA TCC TCC AAC TCT TCC CTC TCT CTC TCA TAC CCT 
He His Pro Tyr Leu He Lys Ser Ser Asn Ser Ser Leu Ser Leu Ser Tyr Pro 



22 5 234 243 252 261 270 

45 TCT CGC CAA GCC AGT TCA GCT GTC ATA TTC CAA GTC TTC AAT CCT GAT CTT ACC 

Ser Arg Gin Ala Ser Ser Ala Val He Phe Gin Val Phe Asn Pro Asp Leu Thr 



279 288 297 306 315 324 

ATT TCA GCC CCA CAA GGT CCC AAA CAA GGT CCC CCT GGT AAA CAC CTT ATC TCC 
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He Ser Ala Pro Gin Gly Pro Lys Gin Gly Pro Pro Gly Lys His Leu He Ser 
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333 342 351 360 369 378 

TCC TAC AGT GAT CTC AGT GTC ACC TTG GAT TTC CCT TCT TCC AAT CTG AGC TTC 
Ser Tyr Ser Asp Leu Ser Val Thr Leu Asp Phe Pro Ser Ser Asn Leu Ser Phe 

387 396 405 414 423 432 

TTC CTT GTT AGG GGA AGC CCC TAT TTG ACT GTG TCT GTG ACT CAA CCA ACT CCT 
Phe Leu Val Arg Gly Ser Pro Tyr Leu Thr Val Ser Val Thr Gin Pro Thr Pro 



20 441 4 50 459 468 477 486 

CTT TCA ATT ACC ACC ATC CAT TCC ATT CTC TCA TTC TCT TCA AAT GAC TCC AAC 
Leu Ser He Thr Thr He His Ser He Leu Ser Phe Ser Ser Asn Asp Ser Asn 



495 504 513 522 531 540 

ACC AAG TAC ACC TTT CAG TTC AAC AAT GGT CAA AC A TGG CTT CTT TAT GCT ACC 
Thr Lys Tyr Thr Phe Gin Phe Asn Asn Gly Gin Thr Trp Leu Leu Tyr Ala Thr 

549 558 567 576 585 594 

TCC CCC ATC AAG TTG AAC CAC ACC CTT TCT GAG ATA ACT TCT AAT GCA TTT TCT 
Ser Pro He Lys Leu Asn His Thr Leu Ser Glu He Thr Ser Asn Ala Phe Ser 



603 612 621 630 639 648 

GGC ATA ATC CGG ATA GCT TTG TTG CCG GAT TCG GAT TCG AAA CAC GAG GCT GTT 
45 Gly He He Arg He Ala Leu Leu Pro Asp Ser Asp Ser Lys His Glu Ala Val 



657 666 675 684 693 702 

CTT GAC AAG TAT AGT TCT TGT TAC CCC GTG TCA GGT AAA GCT GTG TTC AGA GAA 
Leu Asp Lys Tyr Ser Ser Cys Tyr Pro Val Ser Gly Lys Ala Val Phe Arg Glu 
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711 720 729 738 747 756 

CCT TTC TGT GTG GAA TAT AAC TGG GAG AAG AAA GAT TCA GGG GAT TTG CTA CTC 
Pro Phe Cys Val Glu Tyr Asn Trp Glu Lys Lys Asp Ser Gly Asp Leu Leu Leu 



765 774 783 792 801 810 

TTG GCT CAC CCT CTC CAT GTT CAG CTT CTT CGT AAT GGA GAC AAT GAT GTC AAA 
Leu Ala His Pro Leu His Val Gin Leu Leu Arg Asn Gly Asp Asn Asp Val Lys 

819 828 837 846 855 864 

ATT CTT GAA GAT TTA AAG TAT AAA AGC ATT GAT GGG GAT CTT GTT GGT GTT GTC 
He Leu Glu Asp Leu Lys Tyr Lys Ser He Asp Gly Asp Leu Val Gly Val Val 



25 873 882 891 

GGG GAT TCA TGG GTT TTG AAA ACA GAT 
Gly Asp Ser Trp Val Leu Lys Thr Asp 

30 

927 936 945 

AAG GGA ATC AAA GAA GAA TCC CAT GAT 

35 

Lys Gly He Lys Glu Glu Ser His Asp 



900 909 918 

CCT TTG TTT GTA ACA TGG CAT TCA ATC 
Pro Leu Phe Val Thr Trp His Ser He 

954 963 972 

GAG ATT GTC TCA GCC CTT TCT AAA GAT 
Glu He Val Ser Ala Leu Ser Lys Asp 



40 981 990 999 1008 1017 1026 

GTT GAG AGC CTA GAT TCA TCA TCA ATA ACT ACA ACA GAG TCA TAT TTT TAT GGG 
Val Glu Ser Leu Asp Ser Ser ser He Thr Thr Thr Glu Ser Tyr Phe Tyr Gly 

45 

1035 1044 1053 1062 1071 1080 

AAG TTG ATT GCA AGG GCT GCA AGG TTG GTA TTG ATT GCT GAG GAG TTG AAC TAC 

50 

Lys Leu He Ala Arg Ala Ala Arg Leu Val Leu He Ala Glu Glu Leu Asn Tyr 

55 



BNSDOCID: <EP 0727488A1J_> 



22 



EP 0 727 488 A1 



10 



15 



20 



25 



30 



35 



40 



50 



55 



1089 1098 1107 1116 1125 1134 

CCT GAT GTG ATT CCA AAG GTT AGG A AT TTT TTG AAA GAA ACC ATT GAG CCA TGG 

Pro Asp Val lie Pro Lys Val Arg Asn Phe Leu Lys Glu Thr lie Glu Pro Trp 

1143 1152 1161 1170 1179 1188 

TTG GAG GGA ACT TTT AGT GGG AAT GGA TTC CTA CAT GAT GAA AAA TGG GGT GGC 

Leu Glu Gly Thr Phe Ser Gly Asn Gly Phe Leu His Asp Glu Lys Trp Gly Gly 

1197 1206 1215 1224 1233 1242 

ATT ATT ACC CAA AAG GGG TCC ACT GAT GCT GGT GGT GAT TTT GGA TTT GGA ATT 

lie lie Thr Gin Lys Gly Ser Thr Asp Ala Gly Gly Asp Phe Gly Phe Gly He 

1251 1260 1269 1278 1287 1296 

TAC AAT GAT CAC CAC TAT CAT TTG GGG TAC TTC ATT TAT GGA ATT GCG GTG CTC 

Tyr Asn Asp His His Tyr His Leu Gly Tyr Phe He Tyr Gly He Ala Val Leu 

1305 1314 1323 1332 1341 1350 

ACT AAG CTT GAT CCA GCA TGG GGT AGG AAG TAC AAG CCT CAA GCC TAT TCA ATA 

Thr Lys Leu Asp Pro Ala Trp Gly Arg Lys Tyr Lys Pro Gin Ala Tyr Ser He 

1359 1368 1377 1386 1395 1404 

GTG CAA GAC TTC TTG AAC TTG GAC ACA AAA TTA AAC TCC AAT TAC ACA CGT TTG 

Val Gin Asp Phe Leu Asn Leu Asp Thr Lys Leu Asn Ser Asn Tyr Thr Arg Leu 



45 1413 1422 1431 1440 1449 1458 

AGG TGT TTT GAC CCT TAT GTG CTT CAC TCT TGG GCT GGA GGG TTA ACT GAG TTC 
Arg Cys Phe Asp Pro Tyr Val Leu His Ser Trp Ala Gly Gly Leu Thr Glu Phe 



1467 1476 1485 1494 1503 1512 
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ACA GAT GGA AGG AAT CAA GAG AGC ACA AGT GAG GCT GTG AGT GCA TAT TAT TCT 
Thr Asp Gly Arg Asn Gin Glu Ser Thr Ser Glu Ala Val Ser Ala Tyr Tyr Ser 

1521 1530 1539 1548 1557 1566 

GCT GCT TTG ATG GGA TTA GCA TAT GGT GAT GCA CCT CTT GTT GCA CTT GGA TCA 
Ala Ala Leu Met Gly Leu Ala Tyr Gly Asp Ala Pro Leu Val Ala Leu Gly Ser 

1575 1584 1593 1602 1611 1620 

ACA CTC ACA GCA TTG GAA ATT GAA GGG ACT AAA ATG TGG TGG CAT GTG AAA GAG 
Thr Leu Thr Ala Leu Glu lie Glu Gly Thr Lys Met Trp Trp His Val Lys Glu 

1629 1638 1647 1656 1665 1674 

GGA GGT ACT TTG TAT GAG AAA GAG TTT ACA CAA GAG AAT AGG GTG ATG GGT GTT 
Gly Gly Thr Leu Tyr Glu Lys Glu Phe Thr Gin Glu Asn Arg Val Met Gly Val 

1683 1692 1701 1710 1719 1728 

30 

CTA TGG TCT AAC AAG AGG GAC ACT GGA CTT TGG TTT GCT CCT GCT GAG TGG AAA 

Leu Trp Ser Asn Lys Arg Asp Thr Gly Leu Trp Phe Ala Pro Ala Glu Trp Lys 

35 

1737 1746 1755 1764 1773 1782 

GAG TGT AGG CTT GGC ATT CAG CTC TTA CCA TTG GCT CCT ATT TCT GAA GCC ATT 

40 Glu °y s Ar 9 Leu G1 Y He Gin Leu Leu Pro Leu Ala Pro He Ser Glu Ala He 

1791 1800 1809 1818 1827 1836 

45 TTC TCC AAT GTT GAC TTT GTA AAG GAG CTT GTG GAG TGG ACT TTG CCT GCT TTG 

Phe Ser Asn Val Asp Phe Val Lys Glu Leu Val Glu Trp Thr Leu Pro Ala Leu 

50 

1845 1854 1863 1872 1881 1890 

GAT AGG GAG GGT GGT GTT GGT GAA GGA TGG AAG GGG TTT GTG TAT GCC CTT GAA 

55 
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Asp Arg Glu Gly Gly Val Gly Glu Gly Trp Lys Gly Phe Val Tyr Ala Leu Glu 

5 

1899 1908 1917 1926 1935 1944 

GGG GTT TAT GAC AAT GAA AGT GCA CTG CAG AAG ATA AGA AAC CTG AAA GGT TTT 
Gly Val Tyr Asp Asn Glu Ser Ala Leu Gin Lys lie Arg Asn Leu Lys Gly Phe 

1953 1962 1971 1980 1989 1998 

15 GAT GGT GGA AAC TCT TTG. ACC AAT CTC TTG TGG TGG ATT CAT AGC AGA AGT GAT 

Asp Gly Gly Asn Ser Leu Thr Asn Leu Leu Trp Trp lie His Ser Arg Ser Asp 

20 2004 
GAA TAG 
Glu 

25 

INFORMATION FOR SEQ ID NO: 3 
LENGTH: 54 base pairs 

30 

TYPE: nucleic acid 
STRANDEDNESS : single 
TOPOLOGY: linear 

35 

MOLECULE TYPE: Other nucleic acid, synthetic DNA 
SEQUENCE DESCRIPTION: SEQ ID NO: 3: 
40 GGAATTCGAG CTCGGTACCC GGGGG AT CCT CTAGAGTCGA CCTGCAGGCA TGCA 

INFORMATION FOR SEQ ID NO: 4 
45 LENGTH: 58 base pairs 

TYPE: nucleic acid 
STRANDEDNESS: single 

so 

TOPOLOGY: linear 

MOLECULE TYPE: Other nucleic acid, synthetic DNA 

55 
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SEQUENCE DESCRIPTION: SEQ ID NO; 4: 

CCTTAAGCTC GAGCCATGGG CCCCCTAGGA GATCTCAGCT GGACGTCCGT ACGTTCGA 



10 Claims 

1 . A glucan elicitor receptor having an amino acid sequence as substantially shown in SEQ ID NO:l . 

2. A DNA molecule containing a nucleotide sequence coding for a glucan elicitor receptor having an amino acid 
is sequence as substantially shown in SEQ ID NO:1 , or fragments thereof. 

3. The DNA molecule of claim 2, wherein the nucleotide sequence coding for a glucan elicitor receptor is as shown in 
SEQ ID NO:2, or fragments thereof. 

20 4. A DNA molecule containing a nucleotide sequence coding for a glucan elicitor receptor, which is incorporated in 
plasmid pER23-1 , or fragments thereof. 

5. A vector containing the DNA molecule coding for a glucan elicitor receptor of any one of claims 2-4 or a fragment 
thereof. 

25 

6. A plant cell transformed with the DNA molecule coding for a glucan elicitor receptor of any one of claims 2-4 or a 
fragment thereof. 



35 



40 



45 



SO 
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FIG. 1 



SDS-POLYACRYLAMIDE GEL ELECTROPHORESIS 
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2: RUN-THROUGH FRACTION FROM MALTOSE-COUPLED GLASS GEL 
3: ELUTED FRACTION FROM ELICITOR-COUPLED GLASS GEL 
3: ELICITOR RECEPTOR 
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FIG. 3 
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FIG. 4 



TRANSIENT INCREASE IN INTRACELLULAR Ca2+ CONCENTRATION 
OF CULTURED SOYBEAN CELLS AFTER ADDITION OF ELICITOR 
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I ELICITOR WAS ADDED TO CULTURED SOYBEAN CELLS. 

! DEIONIZED WATER WAS ADDED TO CULTURED SOYBEAN CELLS. 
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FIG. 5 



TRANSIENT INCREASE IN INTRACELLULAR Ca2 + CONCENTRATION OF 
TRANSFORMED CULTURED TOBACCO CELLS AFTER ADDITION OF ELICITOR 
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DEIONIZED WAS ADDED TO TRANSFORMED CULTURED TOBACCO CELLS. 

EUCITOR WAS ADDED TO PLASMID-CONTAINING CULTURED TOBACCO CELLS. 
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FIG. 7 



INHIBITION OF ELICITOR BINDING TO 
MEMBRANE FRACTION BY ANTIBODY 
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FIG. 8 



INHIBITION OF ELICITOR-INDUCED PHYTOALEXIN 
ACCUMULATION BY ANTIBODY 
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